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Table S1. Primers for semi-quantitative RT-PCR andreal-time RT-PCR
amplification

Primer name Sequence (5’-3)

CymMV-CP-F GAAATAATCATGGGAGAGCC
CymMV-CP-R AGTTTGGCGTTATTCAGTAGG
ORSV-CP-F ACGCACAATCTGATCCGTA
ORSV-CP-R ATCCGCAGTGAAAACCC
PeActin-4-F TTGTGAGCAACTGGGATGACAT
PeActin-4-R GCCACGCGAAGTTCATTGT
PeMADS1-rt-F AGCACAGCAGCAGCATCAGC
PeMADS1-rt-R CCCTAAAACACCACAGCTTCCA
PeMADSG6-rt-F GCCCAACTTGCAGGGAAATA
PeMADSG6-rt-R ATTCTCACAGAACTGCCAAAAGTTAA
PeMADS7-rt-F GAGATCATGGGGAGGGGAAAAATTGAGATC
PeMADS7-rt-R GCTGCATTATATATGTCATTTGCTCC
PebHLH-rt-F GGTTACCGCTGGTGGACGAA
PebHLH-rt-R AACGGGGGCATTACGGAAAA
PebZIP-rt-F GGGAGGAAGTTCACCGGCTCA
PebZIP-rt-R AATCATGGGTGCTCCGGTCGC
PeHB-rt-F AGAGGGGAAGATGGGCGGCG
PeHB-rt-R AGTTTCGGCCTCCTCCCCACA
PebHLH-realtime-F TGGGGAAAGCAGCAGAGTCC
PebHLH-realtime-R AACGGGGGCATTACGGAAAA

PeMADS1-realtime-F AGCACAGCAGCAGCATCAGC
PeMADS1-realtime-R GTTATTCCCACCAGCAGCAAA




Table S2. Ratios of features of plant organs affeetl by transcription-factor

silencing
Genes with . I Initial bud  Abnormal flower with floral
ZIES Cultivar® Replicatiofi , ;
silencing abortion morphologic changes
PeMADS7 cv. 1 Exp. 1 5/%14/44f 0/5°(0/44)
Exp. 2 5/5 (15/43) 0/5 (0/43)
PeHB cv. 1 Exp. 1 5/5 (13/46) 0/5 (0/46)
Exp. 2 5/5 (15/43) 0/5 (0/43)
PebzIP cv. 1 Exp. 1 5/5 (15/45) 0/5 (0/45)
Exp. 2 5/5 (14/44) 0/5 (0/44)
PeMADSL cv. 1 Exp. 1 3/5 (3/46) 5/5 (15/46)
Exp. 2 3/5 (3/48) 5/5 (15/48)
Ccv. 2 Exp. 1 3/5 (3/47) 5/5 (15/49)
Exp. 2 3/5 (3/49) 5/5 (15/47)
PebHLH cv. 1 Exp. 1 4/5 (4147) 4/5 (15/47)
Exp. 2 3/5 (3/44) 5/5 (18/44)
PebHLH Ccv. 2 Exp. 1 3/5 (3/48) 5/5 (19/48)
Exp. 2 3/5 (3/46) 5/5 (18/46)
PeMADS6 cv. 1 Exp. 1 2/5 (2/49) 4/5 (30/49)
(Control) Exp. 2 3/5 (3/48) 5/5 (37/48)
cv. 2 Exp. 1 4/5 (4/147) 5/5 (36/49)
Exp. 2 3/5 (3/49) 5/5 (37/48)

#Index of the cultivars: cv. Dtps. I-Shin Sunrise Cinderella ‘OX1357’; cv. Phal.

Sogo Yukidian V3’
b Replications of experiments per treatment

“Number of affected plants to total number of inatedl plants

4Number of affected buds to total number of buds

®Number of affected plants to total number of inatedl plants

"Number of affected flowers to total number of blmsed flowers



Table S3. Ratios of features of plant organs affeetl by transcription-factor

silencing in three cultivars

Treatments Initial bud Floral organs with morphological features
Cultivar abortion changed
Tepald Column Tepal and
Column

PeMADSL-silenced cv.1 0/5 (3/46f  0/5°(0/46)  5/5 (15/46) 0/5 (0/46)
cv. 2 0/5 (3/46) 0/5 (0/46) 5/5 (15/46) 0/5 (0/46)
cv. 3 0/5 (3/48) 0/5 (0/48) 5/5 (15/48) 0/5 (0/48)
PeMADS5-silenced cv. 1 3/5 (3/46) 5/5 (37/46) 0/5 (0/46) 0/5 (0/46)
cv. 2 415 (4147) 5/5 (36/47) 0/5 (0/47) 0/5 (0/47)
cv. 3 3/5 (3/45) 5/5 (38/45) 0/5 (0/45) 0/5 (0/45)

Double silenced cv. 1 0/5 (3/49) 5/5 (42/49) 2/819) 2/5 (4/49)
cv. 2 0/5 (3/48) 5/5 (40/48) 2/5 (4/48) 2/5 (4/48)
cv. 3 0/5 (3/47) 5/5 (38/47) 3/5 (6/47) 3/5 (6/47)

#Index of the cultivars: cv. Dtps. I-Shin Sunrise Cinderella ‘OX1357’; cv. Rhal.
Sogo Yukidian ‘V3’; cv. 3Dtps. OX Red Shoes ‘OX1407’
P«Tepals” are elements of the perianth, or outet pfaa flower, which includes the

petals, sepals and lip in orchid flower.

“Number of affected plants to total number of inatedl plants
dNumber of affected buds to total number of buds

®Number of affected plants to total number of inatedl plants
"Number of affected flowers to total number of blosed flowers
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Figure S1. Effect of gene fragment length on succdsl insertion into the
pCymMV-Gateway vector. Efficiency of cloning of expressed sequence tagsTE)
into the pCymMV-Gateway vector with increasing insgize. The white bar and
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Figure S2. Analysis of PeMADS7, PebZIP, PeHB, PeMADS1, PeMADSG,
PebHLH expression during flower development and in diffeent tissues in
Phalaenopsis. (A) The inflorescence dPhalaenopsis and (B) floral buds at different
development stages (stage 1: floral meristem, sfade-8 mm, stage 3: 8~12 mm,
stage 4: 12~18 mm, stage 5: 18~25 mm and stagedning flower). Bars, 5 cm. (C)
Expression patterns oPeMADS7, PebZIP, PeHB, PeMADS], PeMADS5 and
PebHLH at different developmental stages of floral budd a the leaf (L) and root
(R) . Lanes 1-5 represent floral bud stages 1 {@plInflorescences containing eight
nodes and one visible floral bud used for agrdtnation. (E) The floral buds of
mock-treated inflorescence and aborted floral batlPeMADS7-, PebZIP- and
PeHB-silenced inflorescence (black arromBar, 1 cm. (F) Expression &ebHLH in
various floral organs of the floral bud at devel@minstage 3 in represent sepal (Se),
petal (Pe), lip (Li) and column (CdyeActind was a loading control.



Figure S3 Severity of floral organ morphologic changes inPeMADSI-,
PeMADS6- and double-silenced flowersSeverity index of sepal (A), petal (B), lip
(C), and column (D) morphologic changes : (A-0) pleenotypic change in sepal,
(A-1) greenish areas on the abaxial surface inlgbfack arrow indicates site), (B-0)
no phenotypic change in petal, (B-1) greenish asdotbred areas on the adaxial
surface in petal (black arrow indicates site), (G0 phenotypic change in lip, (C-1)
greenish (dashed black arrow) and discolored gsedisl black arrow) on the midlobe
and lateral lobes abaxial surface in lip, (C-2)laieral lobes developed in lip, (C-3)
no cirrus or lateral lobes developed in lip. (D@ phenotypic change in column,
(D-1) column became longer and curly, (D-2) columecame wider and developed an
abnormal stigmatic cavity (black arrow indicatege)si (D-3) column developed an
abnormal stigmatic cavity and an extra petal-likgan (black arrow).



Figure S4. VIGS phenotypes oPeMADSI1- and PebHLH-silenced plants inDtps.
OX Red Shoes ‘OX1407'. (A) Front view of mock-treated (left) and
PebHLH-silenced (right) flowers. White arrow indicatesttliae lateral lobes of the
lip bowed outward. (A)Front view of mock-treated (left) andeMADSL-silenced
(right) flowers. Black arrow indicates that the woin became longer and wider. Bars,
1cm.



Section 30

(1509) 1509 1520 1530 1540 1550 1560
PerB3 (1) ——mmm - — e e CATTGC GAANG----CCAGGATCAAGGCAACG
Singletons7215  (690) CAGGATCAAGG Jm
FAECPI)37_BO1_PONR-F (596) ¢ CAGGAEC
FRQICBOFOCRG  (20) c.wc c c
Singletons 13866 (1506) \
Consensus (1509) CTATGCGGGAALT GGC 'rcs.u.rmc TAAAGGGT mcacm.cc AGGGTMCG
Section 31
(1561) 1561 1570 1530 1590 1600 1612

Singletons7215 (738) CCGTETCCT TGCTCCGT CICAGTGCCCTGAGCGE GAACCAGAGCAGCATCTT

CTTGCTC CAATGCCTTGAACAC GGACCAGAGCAGCATGET

TAGCT TGCTC c mc TGAACAC GBACCAGAGCAGCATGET

Singletons13866 (1557) CCGTTAGCT TGCTC TGAACAC GBACCAGAGCAGCATGET

(1613) 1613 1620 1630 1640 1650 1664
FAECPMD37_BO1_FONR-F (699) GATACTECAGGAGACTT GEACCCACCECTCGGET TCCATCGTAGTGT

Consensus (1613) ATACTGCAGGAGACTTGCACCGACGCGTCGGET rccmccrcctcszspccc

PeHB3 (133) CCCGTGCAT GTGCCGGC GATCCACGT GCTTATGAACGGCCCAGATTCGGLGT

FAECFMD37_BO1_FONR-F (647) conT
Consensus (1561) CCGTTAGCT TGCTCTGC cccu.rccc TTGAACAC ccacc».c».ccaccuccr
PeHBZ  (81) u.rrru.cmsamc.ucraccc;lcmrccocnccnccr srcrﬁce
GEG
FIQQICBOFOCRG (124) CATACTGCAGGAGACTT GEACCGATGEGTCGGGT TCGATGGTBGTGTATGCG
ction 33
Singletons7215 (842) CCGGTGGAT GTGCCGGL GATGCACGT GETTATGAACGGCGEGEATTCGGCGT
TCTBATGAACGGCGGTGATTCAACAT

PeHB3  (29) CCGTCTCCT TGCTCCGT GTCAGTGCGGTGARCGE GAACCAGAGCAGCATGTT
FRQRACBOFOCRG  (72) oot
Section 3
Singletons7215 (790) AATTTTACAGCAGACGT CTACCCACCAGTCGCGT TCCATCCTECTCT
Singletons13866 (1609) CATACTGCAGCAGACTT CEACCCATCECTCGGET TCCATGCTECTCTATECE
(1665) 1665 1670 1680 1690 1700 1716
FAECPM37_BO1_PONR-F (751) CCGGTGGACGTGCCGGC GATGCATCAT
GTEATGAACGGCGCIGATTC

PXQRACBOFOCRG (176) CCOGTGGACGTGCCGGE GATGCAT
Singletons13866 (1661) CCGGTGGACGTCCCGEC GATGCATCATCTBATCAACGCCCGTGATTC

Consensus (1665) CCGGTGGACGTCCCCGCCATCCATCATCTGATCAACCGCCGTGAT 'I'SEAAC%}
Cction

(1717) 1717 1730 1740 1750 1768
PeHB3 (185) A ' ‘ -
Singletons?215 (894) ATGTGGCGT] 3
FAECPMI37_BO1_PONR-F (803) ACGTGGCGCTBCTTCCETCGEEATTC BCECECTOATGCCEGRATGBA-—————-
FXQACBOFOCRG (228) AREGTEEEE -~ ———————— =~~~ =~~~ — e e —m e —— e
Singletons13866 (1713) AEGTGGCGC TECTTECGTCGEEATTC GCGG-TCATGCCCEATEGA--—-- -~

Consensus (1717) ACGTGGCG TGCT CCGTC GGATT GCGG 'rcnccccmrcm

Figure S5. The multiple sequence alignment of hombox (HB) transcription
factor nucleotide sequences from Orchidbase 2.Uhe result was obtained by doing
BLASTn. As shown in the figure, these are the regiavhich have maximum
nucleotide sequence similarity. BLAST informatiogapped alignment BLASTN,
Lambda=1.37, K=0.711, H=1.31; Gapped: Lambda=1k30.711, H=1.31, Matrix:
blastn matrix:1 -3; Gap Penalties: Existence: Sek&sion: 2.
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Ta ArBITLIO45, AhTTTITOST, AthAT.FOAT. AhTTLRDT, AthFTHOT1. ABTTLHE, AthTHO0G, AtsHT HAT, AthHTHO9E, AthHT 0, OshHEHOLS, Db TS, O HTHO4S, OTTLHOLT, 0 FTHOSE, OshP1.A049, OshITLIS0, OebHTH0S 1, OhiT AN A2,
OsbHLEOSS, OubHLHOS . OsbHLHDS S

5, OSOITLIT 1, OebIIL 1140, PpbiTLI7, PybTILTIOME, PpbTILIDT, SmblILITD 19, SmbIILI025, G032, ST, SmbIIIIGE]

5, AMELENS. ATVIL EN0, AETEDSS, AELHIDD, AMTLEIOL ANELHILS, AGHLEIZ). AETHIL , ArbHLEI 20, ANELELS0, AGHLE G2, O HLHYG, OsWELHITT, O HLH16S, OsbHLH1S9. OsVELH170, ObHLHI 7Y

ATITIT0R0, AT T 1. ATTLITI I8, OehTTLITIS] . BTN 42
7. AWTILID, ATBHLEDIS, O:bHLENS. OsbILHN?, OsbHLI &

. AWELH0G, ATVEL H3, AL 16, Qs ELE00T, OsbHLHDOZ, OsVELHOTY, OsbHLHDM, CVELEL3S

Wi . AW HLEO0S, AILELLHIDS, AIBHLEO(, AbELHOLI, AGHLED1, AIVELHOL, AGHLEN, OsELHI0S, OxbHLHDS, O:DHLAVIY, ObHLEEN 1, Qb HLHIGT
i AUBH LHE1. AUHLAO, AUHIHOZ, ABHLIRIAZ, OoBHLHOT2, OchHLADIS, OshHLATIA, QsbHLHD 5, OshHLIG1G, DHLHT 7, OshiilH15%

B AU LEDG, AVELEOLS, ATWELEI0, AGLEYS, OsbALH01S, OsbHLHNY, OsVELHI20, OsHLHN1, CxDHLECL], O HLHIT
K AU LEO1L, AWHLHOT, AIBHLHIIL, O:bHLEOR, O:bHLHDG, DsbHLHDG, CobHLH0GT

e RT3, AHILIFI0S, AL, ABITE1 1S, OchTTLHOS7, Ochi1 1038, Och L1059, CabHT IR, DX HTI00

T AILIGA, AGTILITO0Z, OB THEA, Geb] (LIN25, O<hITLTIOZ6, OsbTILIIDLT, OehTTLIUZE, OebiTLITIAY, OaTTLIIGE), Ot ILITIH%, QI

Vi Athel L5, ABHLHIU, ALRHLHIT1, OwbHLEDT, O:bELHUGL, OxbHLADA

h AThTT1 TG0, A TITTOAZ, ABTTT 3. ARTTEIT] 06, AT ITITS, OAbi T iR, QT 8, AbF 017, C1sh TGRS, O TT 1101, O 1 TG40, QebTT-041, OakFT 1042, Ol T3

| VTT{a! by ATLIAE, ASILITON, AL S, ARTTLIGES, ADTILINAI, ArTTLINRS, ADTLI026, AT, AGILIO6S, AL, AthTLITRY, AGILIT 9, AhTTITI2, AGTTLIT, ASTILITLIZ, QshITLITIA L, QbILITI02, OsBITLINGE, OhTILITI0,

OFFTLINGS. OTLITLY, OsbILIINT, OTILILGE, GRTLTLILI, DATILIILLS, OBIILITLIS, OTLITLIS, OATILITLSY, OsbILTLLSL

B AMHLIDS2, ARELEOS, ATHLELL7, ABILEL 4, Qe ELIITE

VI AUHLES?, ARELEO W, AL ENT3, AWFLEG, AlbHLAOES, AHLEL-1), OsbALHI1Y, OwbHLEILS, OsVALE110, OsHLHI%0, O:0HLEIZ1, OsvHLEI 13, G HLHI S, CUALHLA

Vil ALbH L3, Al HLHOWE, Oy bHLHILS, OWRHLHL 26, OshHLH1TT

ViiTegdy ATRITLAT054, A HLH0RS, AhITT TGRS, AGTTTITI 99, OcbiTE 125, Ocbr1 1129, Oeh1AT30, QabILITTAT, OabiTTATI33, DebiTE T3, Gabiil 14
. AWHLE0E, AIWEL HI23, AIGHLE %, AbELH12, AIHLEL0, OskELH109, OsbHLEL10, O:VHLEI11, D:bHLHI12, ObHLELD

x ALHLIIIE, AHLEI10, AIFLI 1L, AGHLHIES, AIRHLEI 14, A HLHIZ3, ABRLALTS, ALHLHI54, OsHLHDGS, OshHLHIGG, O:bHLHIGT, Qs HLHUGE, OsbHL 99, OshHLHITY, OabHLHNFL, Osh HLHGTL GabHLHO™, OsbHLAD A
. O ELINTY, OsWHLELTT, OHLHIT

XI ', AIGHLHO0 A1BHL HDG6, ARHEEN. AHLHOED, OshHLEDY . Os0HLHI9T, OhHLHGS, OsDHLHO90 . OshHLH100. OshHLEL 11, O;AHIHL 12

Em AUGHLHIIL, ALHLAO33, AUHL FO1S, AIHLRO9, AlbRLA0S, AFLADSE, AlHLHUG), MBHLANZ_ A1 HLHOGT, AGHLHDG, AWALAIT 1, ARLAS. 3 RHLHI, AIRHLADT AlhHLHAS, ALY, ARHLHITT, OsbHLACT, .6 HLHOSD
OSHITT TG, OBTILIORS, OsbHLTIRA, OHTILHOES, DshELIIGS, OhFLHOZ?, GsbTILISS, O<uIILHIRY, OsnTILHOON, OshILTIR1, O=vHLHOSY, OsbTi FI0F3, OshHT TR, QbTILIO0S, OsbHLHI 7

B AGHLELSS, ARELEL, ANVELELS 7, O:HLE &, OsbELHISG, OsuHLH 1
B AU LELAE, AWHLEL 13, AIBLE] 11, AGHLEL 15, OobALE135, OsbHL 139, OsWELALID

xv AthH LT3, AWHLHI35, AUPHLHIIG, ABHLHI 61, OsBHLE1SA, OshHLHLT, OshHLE1T, OabHLHT -, DbHLELTS, DAL

Gphane Pt 11,11, A TILTIOLT, AT TTG22, AUSTIT 1000, AT TTI08, AT ITI00, AT 147, AGITITI, AT 140, AT TT150, AGTTLETIS. AT TT1SS, AT 139, ConbTTLT00T, CobiTITOT . Crb T2, Gt 11000, CohTTL a0t Cvh T AT00L, vk iaes,

CTITTTON4, eI S, OebTTTTI 57, DehHTITISE, OsbTTLATI 20, OshITLITIG2, OebTITIT 53, OsbTTIITI 54, e TTLITI 66

Figure S6. Phylogenetic analysis ofPebHLH in bHLH gene families of
Arabidopsis and rice. A phylogenetic tree was created using the MEGASd@am
with 1,000 bootstraps and full-length sequenced 58 Arabidopsis and 173 rice
bHLH proteins. The similar classification bHLH subfamilies was cited from the
classification obHLH proteins inArabidopsis and rice (Pires and Dolan, 2010).
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Figure S7. Concurrent silencing of bothPeMADS1 and PeMADS6 with a
pCymMV-Gateway vector in Doritaenopsis OX Red Shoes ‘OX1407 .Top view
(A), back view (B) of flower and front view of ligC) and column (D) of
mock-treated plants. InflorescencesREMADSS -silenced (E) andPeMADSL and
PeMADS6 double-silenced plants (F). Solid black arrowsiagate that there were
greenish and discolored areas in sepal, petalipn&olid white arrow indicates the
petal-like lip. Top view (G), back view (H) and froview of lip (I) and column (J) of
1° blooming flower of double-silenced plants. Topwi), back view (L) and front
view of lip (M) and column (N) of ¥ blooming flower of double-silenced plants.
Dashed white arrow indicates that no cirrus dewsdop the tip of the midlobe.
Dashed black arrow indicates that the lateral lodved midlobe were fused into a
petal-like lip. Dotted white arrow indicates thaetbase of the column became wider.
Dotted black arrows indicate that the side of tbleimin developed an extra petal-like
organ. Dash-dotted white arrow indicates that thiéhex cap became wider and the
appearance of more than one rostellum-like orgashBlotted black arrow indicates
that the stigmatic cavity did not develop normaihite bars and black bars, 1 cm.
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Figure S8. Concurrent silencing of bothPeMADS1 and PeMADS6 with a
pCymMV-Gateway vector in Phalaenopsis Sogo Yukidian ‘V3'. Top view (A),
back view (B) of flower and front view of lip (Chnd column (D) of mock-treated
plants. Top view (E), back view (F) and front viefvlip (G) and column (H) of °
blooming flower of double-silenced plants. Top vi@l)y back view (J) and front view
of lip (K) and column (L) of 7 blooming flower of double-silencing plants. White
arrows indicate dark green coloration (includingfiike characteristics) of sepals,
petals and lips. Solid black arrow indicates tihat anther cap became wider and the
appearance of more than one rostellum-like orgashBd black arrow indicates that
the stigmatic cavity did not develop normally. Vihitars and black bars, 1 cm.
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Sepal

Petal

Lip

Figure S9. Cyro-SEM micrograph of epidermal cell arangements of floral
organs. The epidermal cells of mock-treated (A-@eMADSI-silenced (H-N),
PeMADS5-silenced (O-U), and double-silenced floral org@#sAB) were from the
7" blooming flowers. Sepal adaxial (A, H, O and Vjiabaxial epidermal cells (B, |,
P and W), petal adaxial (C, J, Q and X) and abapalermal cells (D, K, R and Y)
all had irregular arrangements. Lip adaxial epiddreells (E, L, S and Z) had regular,
irregular, irregular and regular arrangements.dbpxial epidermal cells (F, M, T and
AA) all had regular arrangements. Column epiderogls (G, N, U and AB) had

irregular arrangements. White arrows indicate stamBars, 10Qum. Materials were
Dtps. OX Red Shoes ‘OX1407'.
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Figure S10. Cyro-SEM micrograph top and side view foadaxial and abaxial
epidermal cells of PeMADSL and PEMADS6 double-silenced floral organs from
the 1 blooming flowers. The top views (A-1) and side views (J-P) epidercells of
mock-treated floral and leaf organs, and the t&wsi (Q-W) and side views (X-AD)
epidermal cells of double silenced floral orgarmrfrthe &' blooming flowers. (A, J,
Q and X) Sepal adaxial epidermal cells both hadgumial, papilla, irregular, and
convex. (B, K, R and Y) Sepal abaxial epidermalscbebth had irregular, convex,
irregular, and convex. St. is the stomata abbrewiatC L, S and Z) Petal adaxial
epidermal cells had polygonal, papilla, polygomad papilla. (D M, T and AA) Petal
abaxial epidermal cells all had irregular, conviesegular, and convex.. (E N, U and
AB) Lip adaxial epidermal cells had polygonal, ceryirregular and cupola. (F O, V
and AC) Lip abaxial epidermal cells had elongatetygonal, convex, irregular and
convex. (G P, W and AD) Column epidermal cells pati/gonal, conical, irregular,
and conical. (H and 1) Leaf adaxial and abaxiablepnal cells had polygonal, flat.
Solid white arrows indicate a protuberance on tpedf the cell. Solid black arrow
indicates epicuticular wax crystals. White arrondseandicate irregular cuticular
folds in the central field. Black arrowheads indécgarallel cuticular folds in the
central field. Dashed white arrows indicate irregututicular folds in the anticline
field. Dashed black arrows indicate parallel cdacdolds in the central field. Bars,
25 um. Materials wer®tps. OX Red Shoes ‘OX1407".
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Figure S11. Estimated what period of floral develoment is most sensitive to loss
of function by PeMADS1 and PeMADS6 silencing in orchid. (A) The tip of
inflorescence including floral buds under diffeiatibn, black arrow indicates the
first visible floral bud (B1), and dashed arrowitates its bract. Black bar, 1 mm. (B)
Schematic diagram of a tip of Rhalaenopsis inflorescence, including one visible
floral bud (modified from Paet al., 2011). Im, inflorescence meristem; I-10 to 1-12,
stage 1, the formation of floral primordia; I-7 It®, stage 2, the formation of sepal,
lateral petal, lip and column primordia; I-2 to,Ifhage 3, the formation of pollina and
callus on the column and lip, respectively, B1gstd, the first visible floral bud.
Inflorescence with the*iflower blooming at 30 DPI (C) and th& Tlower blooming

at 51 DPI (D) inPeMADSL and PeMADSS double-silenced plants. The major stages
are defined as in Fig. 9B (modified from Raml., 2011)
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