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Supplementary Figure 1
65
* J“Cysteine Switch” sequence (PKMCGVT) *

GGCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GGCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GGCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCATATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCATATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCATATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACT TGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GGCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACT TGGGAATCAAATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACT TGGGAATCAAATGAGCCCATCAAAAAGCTTCTC
GCCCCCAAAATGTGTGGGGTAACCAGACTACTTGGGAATCAGATGAGCCCATCAAAAAGCTTCTC

66 130
* * * * * Kk ¥ * *
AATTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AATTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AATTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
ATTTAATTCTTAATCCTGACCAACAAAGATACTTGGATGCCAAAAAATACGAAATGTTCATGAAA
ATTTAATTCTTAATCCTGACCAACAAAGATACTTGGATGCCAAAAAATACGAAATGTTCATGAAA
ATTTAATTCTTAATCCTGACCAACAAAGATACTTGGATGCCAAAAAATACGAAATGTTCATGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AATTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGCGAGCCAAAAAATACGAAATGGTCAGGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGCGAGCCAAAAAATACGAAATGGTCAGGAAA
AGTTAATTGTTACTCCTGAACAACAAACATACTTGGATGCCAAAAAATACGAAATGGTCAGGAAA
1 N-terminal region of mature protein (de Araujo and Ownby, 1995)

131 195
*k Kk * ok * *
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATAGCGATTTAAATGTTATAAGAAAACGGGCATATGAACTTGTCAACACTTTAAATGAGAT
TACAATAGCGATTTAAATGTTATAAGAAAACGGGCATATGAACTTGTCAACACTTTAAATGAGAT
TACAATAGCGATTTAAATGTTATAAGAAAACGGGCATATGAACTTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
TACAATGACAGTTTAACTGCTATAAGAACAAGGGCATATGAAATTGTCAACACTTTAAATGAGAT
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196 260
* % * ok *
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTGATGTCTCATTCACTGGCCTACAAATTTGGTCCAATACAGATTTCATTAAATGTGC
TTCAATATTGATGTCTCATTCACTGGCCTACAAATTTGGTCCAATACAGATTTCATTAAATGTGC
TTCAATATTGATGTCTCATTCACTGGCCTACAAATTTGGTCCAATACAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC
TTCAATATTCGTGTACCATTCACTGGCCTACAAATTTGGTCCAATAGAGATTTCATTAAATGTGC

261 325
* *
AGTCAGCAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGTCTTGTTGAATCG
AGTCAGCAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGTCTTGTTGAATCG
AGTCAGCAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGTCTTGTTGAATCG
AGTCAGTAGTAAATGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGTCTTGTTGAATCG
AGTCAGTAGTAAATGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGT CTTGTTGAATCG
AGTCAGTAGTAAATGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG
AGTCAGCAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGACAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG
AGTCAGTAGTAACTGTTACTTTGGACTTATTTGGAGAATGGAGAGAAGAAAGTCTTGTTGAATCG

326 390

* % * sk Rk okokokk Kok * *
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACGATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------~ G--AAACTATACGATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT--=---=-=--~ G--AAACTATACGATTG

CAGAAGGCAGGATACTGCGTCAGTCACTCACGGTGGATAACTTTGGAGGAAAAACTATACGATTT
CAGAAGGCAGGATACTGCGTCAGTCACTCACGGTGGATAACTTTGGAGGAAAAACTATACGATTT
CAGAAGGCAGGATACTGCGTCAGTCACTCACGGTGGATAACTTTGGAGGAAAAACTATACGATTT

CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACCATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------~- G--AAACTATACCATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACCATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACGATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACCATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------~- G--AAACTATACCATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACCATTG
CAGAAGGCAGGATACTGGCTCAGTTACTCACGGTGGAT---------- G--AAACTATACCATTG
391 455

* * * * k% * % * % * kkk

GGCAGCATGTGCCACCCGAAGCTTTCTGCAGGAATTGTTCAGGTTCATAGCACATTACATTTATT
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GGCAGCATGTGCCACCCGAAGCTTTCTGCAGGAATTGTTCAGGTTCATAGCACATTACATTTATT
GGCAGCATGTGCCACCCGAAGCTTTCTGCAGGAATTGTTCAGGTTCATAGCACATTACATTTATT
GGCAGCACGTGCAACCCGAGGTATTCTGCAGGAATTGTTAAGGATCATAGCCCAATACATCTCAC
GGCAGCACGTGCAACCCGAGGTATTCTGCAGGAATTGTTAAGGATCATAGCCCAATACATCTCAC
GGCAGCACGTGCAACCCGAGGTATTCTGCAGGAATTGTTAAGGATCATAGCCCAATACATCTCAC
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT
GGCAGCATGTGCCACCCGAAGCTTTCTGCAGGAATTGTTCAGGTTCATAGCACATTACATTTATT
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT
GGCAGCATGTGCCACCGGAAGCTTTCTGCAGGAATTGTTCAGGATCATAGCACAATACATTTTAT

456 530

* * * * k%% * * * ¥ %%k %k

GGGTGGGAATTACAATGGCCCATGAGCGTGATGGCGAACCTATGGCACGTGTGCCATAGGTGGCACACCATCGCC
GGGTGGGAATTACAATGGCCCATGAGCGTGATGGCGAACCTATGGCACGTGTGCCATAGGTGGCACACCATCGCC
GGGTGGGAATTACAATGGCCCATGAGCGTGATGGCGAACCTATGGCACGTGTGCCATAGGTGGCACACCATCGCC
TGGTGGGAATTACTATGGCCCATGAGCGTGATCTGGAACCTAAGGCACGGGTGCCATAGGTGGCACATCGTCCAG
TGGTGGGAATTACTATGGCCCATGAGCGTGATCTGGAACCTAAGGCACGGGTGCCATAGGTGGCACATCGTCCAG
TGGTGGGAATTACTATGGCCCATGAGCGTGATCTGGAACCTAAGGCACGGGTGCCATAGGTGGCACATCGTCCAG
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA - GGCACGTGTGCCATAGGTGGCACACCATCGCC
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA - GGCACGTGTGCCATAGGTGGCACACCATCGCC
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA-GGCACGTGTGCCATAGGTGGCACACCATCGCC
GGGTGGGAATTACAATGGCCCATGAGCGTGATGGCGAACCTATGGCACGTGTGCCATAGGTGGCACACCATCGCC
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA-GGCACGTGTGCCATAGGTGGCACACCATCGCC
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA - GGCACGTGTGCCATAGGTGGCACACCATCGCC
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA - GGCACGTGTGCCATAGGTGGCACACCATCGCC
GGTTGGAAATTACAATGGCCCATGAGCGTGATGGCGAACCTA-GGCACGTGTGCCATAGGTGGCACACCATCGCC
Zn* -binding motif start

531 612

*k seokok koK % kkk * * Kk ok *% sk sk ok ok ok sokkk kK Kk K
CCAGCTGGGTTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAATA - - - -GGTTCAATCAATCAAT
CCAGCTGGGTTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAATA - - - -GGTTCAATCAATCAAT
CCAGCTGGGTTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAATA - - - -GGTTCAATCAATCAAT
CCAAGTGGC----ATAATACCCTCCCGCGTTAGGACCTCGACACCACGAGACAAAAAAAAA- - - - - GGTGAGTTTTACTAAA
CCAAGTGGC----ATAATACCCTCCCGCGTTAGGACCTCGACACCACGAGACAAAAAAAAA- - - -~ GGTGAGTTTTACTAAA
CCAAGTGGC----ATAATACCCTCCCGCGTTAGGACCTCGACACCACGAGACAAAAAAAAA- - - -~ GGTGAGTTTTACTAAA

CCAGCTGGGGTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAAAAAAAAGGTTCAATCAATCAAT
CCAGCTGGGGTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAAAAAAAAGGTTCAATCAATCAAT
CCAGCTGGGGTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAAAAAAAAGGTTCAATCAATCAAT

CCAGCTGGGTTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAATA - - - -GGTTCAATCAATCAAT
CCAGCTGGGGTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAAAAAAAAGGTTCAATCAATCAAT
CCAGCTGGGTTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAATAAAAAGGTTCAATCAATCAAT
CCAGCTGGGTTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAATAAAAAGGTTCAATCAATCAAT

CCAGCTGGGGTTTATAATACCTTTTTGCTTTAGGCCTCCGCCACCATGTGACAAAAAAAAAAAAAAGGTTCAATCAATCAAT

CAA-TTTCAACTTCTCGC = = = = == == = mm oo o m oo oo oo o oo oo GGGT-GGA
CAA-TTTCAACTTCTCGC = = = = == = = == m o oo oo oo oo oo oo GGGT-GGA
CAA-TTTCAACTTCTCGC = = = = == == m o mm oo mm oo e GGGT-GGA

AGCCTTTCTGCTTCAGGCCCCCGCCACCATGTGCAGACAAAGAAGAGGGTTCAATCAATCAATCAATTCAACTGCCTGGGA
AGCCTTTCTGCTTCAGGCCCCCGCCACCATGTGCAGACAAAGAAGAGGGTTCAATCAATCAATCAATTCAACTGCCTGGGA
AGCCTTTCTGCTTCAGGCCCCCGCCACCATGTGCAGACAAAGAAGAGGGT TCAATCAATCAATCAATTCAACTGCCTGGGA
CAA-TTTCAACTTCTCGC - = == == == == mm oo oo o dmoomeecececococecccooooo- GGGA
CAA-TTTCAACTTCTCGC - = === ==n=omomcococacacocacacamacaccceceacnocoaaaacacacacan- GGGA
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CAA-TTTCAACTTCTCGC = = = = = == m o mm oo e oo o - GGGA
CAA-TTTCAACTTCTCGC = = == == = = == m o oo oo oo GGGT -GGA
CAA-TTTCAACTTCTCGC = = = = = = = = == <o oo oo oo oo oo GGGA
CAA-TTTCAACTTCTCGC = = = = = = = = = = = — o oo oo oo o oo oo oo GGGA
CAA-TTTCAACTTCTCGC = = = = = = = = o mm o o e oo e oo o GGGA
CAA-TTTCAACTTCTCGC = = = = = = = = = o mmm o e oo e o - GGGA
695 776
% %k %k k * % %k %k *

- --GAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAGGTGCCCGCCACAGCCACCCAATTGGT
- --GAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAGGTGCCCGCCACAGCCACCCAATTGGT
- --GAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAGGTGCCCGCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAG-CTGCCGCCACAGCCCCCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAG-CTGCCGCCACAGCCCCCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAG-CTGCCGCCACAGCCCCCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT
- --GAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCACCCAGGTGCCCGCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT
AAAAAAAGATCTCACAAAGTTGGAATTGAGTGATTGAAATTTTTAGTCCCCCCCAGGCTGCCCCCACAGCCACCCAATTGGT

7 858

* * * * * %k *% kkkk kk *

CACACCCACCC-AATTGGCCAAACCTACCCGA-TGGGCTACGCCTACCTGGTACTCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCGA-TGGGCTACGCCTACCTGGTACTCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCGA-TGGGCTACGCCTACCTGGTACTCAACGATACATAAGTGGGTTTTGGTTT
CAC-CCCCCCCCAATTGGCCAACCCCCCCCGAGTGGTACGCCTCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CAC-CCCCCCCCAATTGGCCAACCCCCCCCGAGTGGTACGCCTCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CAC-CCCCCCCCAATTGGCCAACCCCCCCCGAGTGGTACGCCTCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCGA-TGGGCTACGCCTACCTGGTACTCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT
CACACCCACCC-AATTGGCCAAACCTACCCG-GTGGGCTACACCTACCTGGTACCCAACGATACATAAGTGGGTTTTGGTTT

859 933
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
GCAGTTTGGGCACTCAGTCTCTAAAAGGTTCACCATCACTGGGCAATGAGTGGGTCATAATCTGGGCATTAATCA
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934 998

TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT
TGACAGAGATTCCTGTACTTGCGGTGCTAACTAATGCATTATGGCTTCTGTTCTAAGTGATCAAT

A Zn** - binding motif end

999 1063
* *

CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTGTAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATCCCCCA
CTTCCAATTCATTCAGCAATTGTAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATCCCCCA
CTTCCAATTCATTCAGCAATTGTAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATCCCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
CTTCCAATTCATTCAGCAATTATAGTAAGGTGGAACATAGGAGGTATCTTATTAATCATACCCCA
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CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGACCCCTTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGACCCCTTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGACCCCTTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
CAATGCATTCTCAATGAACCCCTGTGCACAGATATTGTTTCCCCTGCAGTTTGTGGAAATGAACT
“MSpacer/Disintegrin start (Hite et al., 1994)
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