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FigureS1. Principal Component analysis: Scatter plot of Eigenvectors 1&2 
Red circles represents outliers 

 



 
Supplementary FigureS2: QQ plot of METH-dependence GWAS (λ=1.024) 

 

 

Supplementary FigureS3: QQ plot of METH-induced psychosis GWAS (λ=1.016) 

 



 
Supplementary FigureS4: Polygenic component analysis for the pairs of 

METH-induced psychosis/schizophrenia 

Discovery: METH-induced psychosis vs METH non-psychosis 

Target: Schizophrenia vs healthy controls 

 

 

 
Supplementary FigureS5: Polygenic component analysis for the pairs of schizophrenia/ 

METH-induced psychosis 

Discovery: Schizophrenia vs healthy controls 

Target: METH-induced psychosis vs METH non-psychosis 

 



 
Supplementary FigureS6: Polygenic component analysis for the pairs of 

METH-dependence/METH-induced psychosis 

Discovery: METH dependence vs healthy control 

Target: METH-induced psychosis vs METH non-psychosis 

(NOTE: Scale of Y axis is different from other figures) 

 

 

 
Supplementary FigureS7: Polygenic component analysis for the pairs of 

METH-dependence/schizophrenia 

Discovery: METH dependence vs healthy control 

Target: Schizophrenia vs healthy controls 



 
Supplementary FigureS8: Polygenic component analysis for the pairs of 

METH-induced psychosis/METH-dependence 

Discovery: METH-induced psychosis vs METH non-psychosis 

Target: METH dependence vs healthy control 

 

 

 
Supplementary FigureS9: Polygenic component analysis for the pairs of schizophrenia/ 

METH-dependence 

Discovery: Schizophrenia vs healthy controls 

Target: METH dependence vs healthy control 

 



 
Supplementary FigureS10: Polygenic component analysis for the pairs of 

METH-induced psychosis/schizophrenia with adjustment of principle component (first 

4 components) in the discovery statistics 

Discovery: METH-induced psychosis vs METH non-psychosis 

Target: Schizophrenia vs healthy controls 

 

Supplementary FigureS11: Polygenic component analysis for the pairs of 

METH-induced psychosis/schizophrenia with covariating gender in the discovery 

statistics 

Discovery: METH-induced psychosis vs METH non-psychosis 

Target: Schizophrenia vs healthy controls 



 

 



 

 



TableS3 Genes overlapping among METH-dependence, METH-induced psychosis and 

schizophrenia (SCZ) 

 
1) 

        METH-dependence   

    P<0.05 P≥0.05 total 

METH-induced P<0.05 55 804 859 

Psychosis P≥0.05 866 15,324 16,190 

 

total 921 16,128 17,049 

(Hypergeometric Pgene=0.11) 

 

2)   SCZ   

    P<0.05 P≥0.05 total 

METH-induced P<0.05 67 792 859 

Psychosis P≥0.05 919 15,271 16,190 

 

total 986 16,063 17,049 

(Hypergeometric Pgene=0.0075) 

 

3)   METH-dependence   

 

  P<0.05 P≥0.05 total 

SCZ P<0.05 58 928 986 

  P≥0.05 863 15,200 16,063 

 

total 921 16,128 17,049 

(Hypergeometric Pgene=0.27) 

 

 

 

Gene-based analysis between 

1) METH-dependence and METH-induced psychosis 

2) METH-induced psychosis and SCZ 

3) METH-dependence and SCZ 
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