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[High BTK (N = 369) T-test [High Ikaros (N = 258) T-test
Affy ID Gene symbol —Low BTK (N = 125)] P-value — Low lkaros (N = 247)] P-value
209200_at MEF2C 1.04 9.7x10™% 0.89 2.3x10-38
210487 _at DNTT 0.93 56x10724 0.47 7.6 x10-08
209199_s_at MEF2C 0.83 27x10°% 0.69 1.6 x 10-31
207968_s_at MEF2C 0.71 43x10°"° 0.62 2.4 x10-17
206591_at RAG1 0.72 25x10°18 0.72 8.2x10-18
205798_at IL7TR 0.65 1.9x 1071 0.56 1.6 x 10-09
206674_at FLT3 0.62 16x10°1 0.47 4.2x10-10
201417_at SOX4 0.74 1.8x107" 0.40 3.6x 10-06
34210_at CcD52 0.55 3.0x10°12 0.22 9.7 x 10-03
203104_at CSF1R 0.68 25x10" 0.39 1.9x10-05
204661_at CD52 0.52 1.1x1071° 0.23 6.8 x10-03
203408_s_at SATB1 0.32 49x10°% 0.59 4.7 x10-12
206631_at PTGER2 0.32 12x10°% 0.54 2.5x10-09
207339_s_at LTB 0.28 13x10°% 0.41 9.6 x 10-06
208025_s_at HMGA2 0.22 1.1x10°% 0.36 4.4 x10-06
205038_at IKZF1 0.83 1.1x 10" 2.26 8.8 x 10152
205039_s_at IKZF1 0.60 45x10°10 2.08 5.4 x10-123
216901_s_at IKZF1 0.42 25x10°% 1.69 7.5x10-76
205504_at BTK 1.70 4.7x10° 77 0.62 48x10-23

Figure S1. Expression Levels of Lymphoid-priming Genes in Primary Lymphocyte

Precursors from B-lineage ALL Patients in Relationship to BTK Transcript Levels.
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[High BTK (N = 369) T-test [High Ikaros (N = 258) T-test
Affy ID Gene symbol —Low BTK (N = 125)] P-value — Low lkaros (N = 247)] P-value
213761_at MDM1 1.20 3.5 x 10-40 0.89 1.7 x 1025
200771_at LAMC1 0.97 7.3x10-33 0.78 8.9 x 10-29
203474 _at IQGAP2 0.91 6.6 x 10-31 0.65 3.9x10-15
205352_at SERPINI1 0.84 1.7 x 10-27 0.61 3.5 x 10-12
220397_at MDM1 0.93 2.2x10-27 0.82 2.2x10-22
205273 _s_at PITRM1 0.85 1.3x10-23 0.54 2.6 x 10-10
204117 _at PREP 0.89 7.1x10-22 0.66 4.3 x 10-12
205884 _at ITGA4 0.88 2.7 x 10-20 0.96 8.0 x 10-27
201034 _at ADD3 0.75 6.3 x 10-20 0.67 8.2 x10-16
205885_s_at ITGA4 0.82 2.1x10-1® 0.84 3.9 x 10-22
213416_at ITGA4 0.90 2.3x10-1® 0.87 3.8x 10-24
37950_at PREP 0.82 2.3x10-18 0.58 4.4 x10-M
201752_s_at ADD3 0.71 2.2x10-17 0.59 3.1x10-12
217979 _at TSPAN13 0.63 2.3x10-17 0.46 6.2 x 10-16
205882_x_at ADD3 0.71 1.3 x 10-16 0.58 1.1 x 10-11
200770_s_at LAMC1 0.68 9.2x10-16 0.33 7.4 x 10-06
203305_at F13A1 0.71 1.4 x 10-15 0.39 5.4 x 10-06
201753_s_at ADD3 0.68 9.2x10-15 0.59 3.5x10-13
204709_s_at KIF23 0.59 1.5x10-1 0.48 4.3 x 10-09
213745_at ATRNL1 0.48 2.8 x 1009 0.32 1.1x10-03
200696_s_at GSN 0.48 9.0 x 10-08 0.41 7.7 x10-08
207821_s_at PTK2 0.46 2.8 x10-06 0.43 6.2 x 10-08
221250_s_at MXD3 0.51 3.0 x 10-06 0.24 7.6 x 10-03
208820_at PTK2 0.42 4.5 x 10-08 0.26 6.6 x 10-05
217599_s_at MDFIC 0.27 1.7 x 10-03 0.56 1.0 x 10-10
219748_at TREML2 0.28 2.5x10-03 0.42 4.4 x 10-06
221244 _s_at PDPK1 0.29 2.5x10-03 0.41 6.9 x 10-06
214040_s_at GSN 0.25 6.4 x 10-03 0.41 8.8 x 10-06
219165_at PDLIM2 0.25 8.7 x 10-03 0.31 4.9 x 10-04
204672_s_at ANKRD6 0.25 1.1 x 10-02 0.39 9.1 x 10-06
206887 _at CCBP2 0.23 1.2 x 10-02 0.31 7.0 x 10-04
206787_at BRDT 0.21 2.5x10-02 0.29 2.2x10°03
200872_at S100A10 0.16 4.4 x10-02 0.23 8.5 x 10-03
210815_s_at CALCRL 0.18 4.9 x 10-02 0.27 3.0 x 10-03
205038_at IKZF1 0.83 1.1x10-17 2.26 8.8 x 10-152
205039_s_at IKZF1 0.60 4.5 x 10-10 2.08 5.4 x 10-123
216901_s_at IKZF1 0.42 2.5x 10-06 1.69 7.5x10-76
205504_at BTK 1.70 4.7 x 10177 0.62 4.8x10-23

Figure S2. Expression Levels of Validated lkaros Target Genes in Primary Lymphocyte

Precursors from B-lineage ALL Patients in Relationship to BTK Transcript Levels.
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Figure S3. Co-localization and Physical Interactions of Native lkaros and BTK Proteins in

Human Cells.
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Figure S4. Effects of BTK Inhibition on CD19-Mediated Activation of IK in Human B-

lineage Lymphoid Cells.



