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Sequential catecholaminergic consequences of Chga genetic variation in HXBxBXH RI strains: 

Chga gene ���� Chga protein ���� Dbh ���� Norepinephrine ���� Pnmt ���� Epinephrine 

Suppl Fig-1 



Suppl Fig-2 

Chga 3’-UTR/rno-miR-22 hypbridization: 

Effect of 3’-UTR variant G+174T 


