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Figure S1: SDS-PAGE of produced cellulase (CelA2), lipase (BSLA) and protease (subtilisin 

Carlsberg). EV: empty vector control; WT: non-optimized vector constructs; M1: 

epMEGAWHOP optimized vector constructs. Red arrows indicate the bands of target 

proteins. 
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Figure S2: Sequencing results: Alignments of all three vector systems compared to 

the corresponding ‘parents’: 

 
pET28a(+)-CelA2 & pET28a(+)M1-CelA2 
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pET22b(+)-BSLA & pET22b(+)M1-BSLA 
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pHY-scarlsberg & pHYM1-scarlsberg 
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