Supplemental Material

Supplemental Table Legends

Table S1 Multi-comparison common gene probe lists were generated based on the gene
expression comparison criteria for C/EBPP-3T3R*V12 ys, 3T3RVE2 [>1] 5-fold; p<0.05],
Cebpb™7/Ras"*? vs. WT/Ras"*?> MEFs [<-1.5-fold; p<0.05], and Cebpg™~ vs. WT MEFs [>+1.5-
fold; p<0.05]. Table titles and number of probes are listed below.

Table Sla:  Probe set for C/EBPB-3T3™*V12 ys, 3T37*V12 (1203 probes)
Table S1b:  Probe set for Cebpg ™ vs. WT MEFs (657 probes)
Table Slc:  Probe set for Cebpb™7/Ras"*? vs. WT/Ras"*? MEFs (650 probes)

Table S1d:  Common probes between C/EBPB-3T3%*V12 ys. 3T3R%V12 and Cebpg ™™ vs. WT
MEFs (137 probes)

Table Sle:  Common probes between Cebpb™7/Ras"*? vs. WT/Ras"*? MEFs and Cebpg ™" vs.
WT MEFs (120 probes)

Table S1f: ~ Common probes between C/EBPB-3T37*V1? vs, 3T3%*V12 and Cebpbh™/Ras"*?
vs. WT/Ras"*? MEFs (224 probes)

Table S1g:  Common probes between C/EBPB-3T3%*V12 vs. 3T3R*V12 and Cebpg ™ vs. WT
MEFs and Cebpb™7Ras"*? vs. WT/Ras"** MEFs (59 probes)

Table S2 Multi-comparison common gene probe lists were generated based on the gene
expression comparison criteria for C/EBPB-3T3R®V12 ys. 3T3RV12 [>115-fold; p<0.05],
Cebpb™/Ras"*? vs. WT/Ras"*? MEFs [<-1.5-fold; p<0.05], and Cebpg™~ vs. WT MEFs [>+1.5-
fold; p<0.05] (see Supplementary Tables 1a-d). We further refined the probes lists to number of
genes and generated unique gene set interactions tables, graphically represented in the Venn
diagram (Figure 3A). Table titles and number of genes are listed below.

Table S2a:  Unique gene set for C/EBPB-3T3%*V12 ys. 3T3%*V12 (547 genes)
Table S2b:  Unique gene set for Cebpg™~ vs. WT MEFs (328 genes)
Table S2c:  Unique gene set for Cebpb™/Ras"*? vs. WT/Ras"** MEFs (233 genes)

Table S2d:  Unique gene set common to both C/EBPB-3T3%*V1? ys. 3T3%*V12 and Cebpg™~
vs. WT MEFs (61 genes)



Table S2e:

Table S2f:

Table S2g:

Unique gene set common to both C/EBPB-3T3"*V1Z ys 3T3R®VIZ gng

Cebpb™/Ras"** vs. WT/Ras"** MEFs (106 genes)

Unique gene set common to both Cebpb™7Ras*? vs. WT/Ras"**> MEFs and
Cebpg ™ vs. WT MEFs (48 genes)

Unique gene set common to C/EBPB-3T37% V2 ys. 3T3R*V12 and Cebpg ™~ vs. WT
MEFs and Cebpb~/Ras"*? vs. WT/Ras"*? MEFs (47 genes)



SUPPLEMENTAL MATERIALS AND METHODS

SASP gene promoter sequences and primer locations for ChIP assays. The functional
C/EBP binding site in the 116 proximal promoter has been characterized extensively (1); see
below. We also searched for putative C/EBP binding elements in the vicinity of transcriptional
start sites in the I11a and 111b genes using TFSearch:
http://www.cbrc.jp/research/db/TFSEARCH.html

The results are shown below. The candidate C/EBP element for Il1a was located in the first
intron, approximately 600 bp from the start site. The known or predicted C/EBP sites within each
gene are highlighted in blue. ChIP-gPCR primer sequences were placed flanking or adjacent to
the binding sites and are highlighted in yellow. Proximal promoter and/or intronic regions are
shown in lower case, cDNA RefSeq is shown in upper case, and +1 indicates the transcription
start site.

116 (Mus musculus)

acagacatacaaaagaatcctagcctcttattcatgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgt
gtgtatgtgtgtgtcgtctgtcatgcgcgcgtgcctgecgtttaaataacatcagctttagcttctctttctecttat
aaaacattgtgaatttcagttttctttcccatcaagacatgctcaagtgctgagtcacttttaaagaaaaaaaagaa
gajgtgctcatgcttcttagggctagcictcaaggatgacttaagcacactttccccttcctagttgtgattctttcga
tgctaaacgacgtcac@attgtgcaaticttaataaggtttccaatcagccccacccactctggccccacccccaccct
ccaacaaagatttttatcaaatgtgggattttcccatgagtctcaaaattagagagttgactcctaataaatatgag
+1
actggggatgtctgtagctcattctgctctggagcccaCCAAGAACGATAGTCAATTCCAGAAACCGCTATG

I11a (Mus musculus)

atactcagactgataatttattcaagcagattttcccctacaaagaggagggaagaagctcattttccctcaaatgc
cttagctgccaagtatcctgcccatccatattcagtcctggggcacaataaacaagttagcccaaaacacaaagtac
agctatggagctccagtccttgtttggctttcactctgatttgaggatttcttccttcctcttccactggtgggcett
cctgccgctcttcccgttttgtaagactacatgtctctaatcacatggattagcaagaaataggctgatcaagtcaa
cggcccgtggaatctttgcaagcaacattattaccaagtgtataatctgtccttctggccggtatcaggcagaatga
acatagaaagatactaagcagaattgtttcctgtaaattcccagtgacacacacatggccactcctacctgcttgag
+1

gaagactataaaaaggcagagaagcctgactcagacttAAGTCTCCAGGGCAGAGAGGGAGTCAACTCATTGGCGCT
TGAGTCGGCAAAGgtattgtccttatcacgtctaaggctatgaaaattgtcttttgtttgctccttgactgtcctct
ctcaaggcaccttgtgtaaggctatggttttttctcttcttcttcttcttcttcttcttcttettcttcttecttett
cttcttcttcttcttctttctccttctccttctcctccttctccttctccttctcctcctceccttctcttctcctcct
cctcctcctcectectcctectectectcectectectectectectectectectectectectecttctecttectte
taatttagtacaggggctgggatgagagatttaagaaaagaattctctttctagtgalcagggaacttagggagcagc
[tgaacaagattcatgggagggagtctaccagcaaagtcgaatctttttctggagattggacgtctctactggcaaaa
atgagalgaggccatcaggttcccattctcccttgcctatatataaggcagacaccccactctggtgattttaatttt
gtccttaatatattcacctattaaatgcctactatgtigtgatgcaatihgactgaacacaaagaataccagggtagag
aaaacattctaaaacaaaagtacaagttagtggaggagatagaagcatacagaaataatgtaagggagtacagagaa
gaatagaggaaattctgggcatgtgataagtcactcattgtaatttctcaagagcaaagtagggtcattgcccttgc
aagcacggggtttagaagtggactgagctgacagccactggtgttctcttacagAAATCAAGATG



http://www.cbrc.jp/research/db/TFSEARCH.html

111b (Mus musculus)

aagcccctgctaacacagttgatggagagcacagaagcaccatccagttaccaaactccaactgcaaagctccctca
gcttaagcacaaggaggcgagagaggtgacacacttctgggtgtgcatctacgtgcctacctttgttccgcacatcc
tgacttaaaatgtacagctaacccaggaaaacccaatatttttaatattgacaccatctgcacaattgtccaggggg
laaataatgcccatttccaccacgatgacacacttgcgaatgtgtcactatctgccaccccttgacttccagggatta
gaaattatttcagggtagcaatagcctcttcccctaagaattcccatcaagcttctcccccectecccccacccttcag
ttttgttgtgaaaticagttaacccaagggaaaatttcacagctcttcacttctgctttttaggactataaaacaagg
+1

gagggaaaacaagttggacaacaaaccctgcagtggttCGAGGCCTAATAGGCTCATCTGGGATCCTCTCCAGCCAA
GCTTCCTTGTGCAAGTGTCTGAAGCAGCTATG
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