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Table S1: Strains, plasmids and primers used in this study 1 

Designation Relevant characteristics or sequences (5’to 
3’)a 

Reference or source 

Strains   
Erwinia amylovora 
273 

Wild type strain of Erwinia amylovora 273 
isolated from apple orchards of New York 

(1) 

 
Agrobacterium 
tumefaciens 
GV3101 
 

 
Wild type, Rif r Gmr 

 

(2) 

 

Plasmids   
pPROBE-AT Long life GFP Promoter-probe vector, Apr (3) 
 
pPROBE-
gfp[AAV] 

 
Short life GFP Promoter-probe vector, Kmr 

 
(3) 

 
 
pCPP5247 

 
 
pLN314 expressing HopQ1, Cmr 

 

(2) 

 

phrpA pPROBE-gfp[AAV] derivative with PCR 
fragment containing hrpA promoter, Kmr 

This study 

phrpL pPROBE-AT derivative with PCR fragment 
containing hrpL promoter, Kmr 

This study 

phrpS pPROBE-AT derivative with PCR fragment 
containing hrpS promoter, Apr 

This study 

   
Primers   
Promoter cloning   
hrpA forward ATATGGATCCCGATAAAGAGCAGCGTAG This study 
hrpA reverse ATTAGAATTCTTAGACGCCTGAGCATTG This study 
   
hrpL forward ATATGGATCCAATATGTTGCTGCGCTCGG This study 
hrpL reverse ATTAGAA TTC AAATGATGCACGCGTCG This study 
   
hrpS  forward ATATGGATCCTTGTGGAGTGTAACCGC This study 
hrpS  reverse ATTAGAATTCAACCGCGACCAATTTTCC This study 
   
   
   
Northern blot 
 

  

hrpA forward GCGGCATTATTACAGGTATGGC This study 
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hrpA reverse GAACTGAATAGCTTTAGCCGCG This study 
   
hrpL forward GTCAACGATGGGCTACCGC This study 
hrpL reverse CTGTTTCAGCGTGACGCG This study 
   
hrpN forward AGTCTGAATACAAGTGGGCTGGG This study 
hrpN reverse CGCCCAGCTTGCCAA This study 
   
rsmBEa  forward TGCTCCCTGCTCATCCTTGA This study 
rsmBEa  reverse CAGGAAGAGGTCAGGAACATCTCCAGG This study 
   
rsmAEa  forward TCGTCGAGTTGGTGAAACCC This study 
rsmAEa  reverse GTAACTCGTTTGCTGCGTCT This study 

   
qPCR  
 

  

rplU  forward ACAACACCGAGTAAGCGAAGGTCA This study 
rplU  reverse GCTTTAATCACGCCGCCTGAAACT This study 
   
hrpS  forward ATATGCGTGTCATTGTCGCAACGC This study 
hrpS  reverse CGCCCGTAAAGGTTGCAGTTGAAT This study 
   
rpoN forward TGGTGAAAAAGTTAGTCTCGG This study 
rpoN reverse CTGTTTACGCTGATTCGATG 

 
This study 

hrpX forward GAGCCGCTCAAATTGCTCGAGTTT This study 
hrpX reverse ATCATTGCGATAGCCCAACATGCG This study 
   
hrpY  forward GACCCGGAGACGTTGCTGGC This study 
hrpY  reverse AACCCCTCTGCCACGCGCTA This study 
aUnderlined bases indicate restriction sites in the primers. Apr, Cmr, Gmr, Kmr and Rifr indicate 2 
ampicllin, chloramphenicol, gentamycin, kanamycin and rifampicin resistance respectively. 3 
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