
Supplemental Table 1.  Q-PCR primers and probes used in this study. 
 

Target Gene Forward Primer (5’  3’)  Probe (5’ 3’) Reverse Primer (5’  3’) Source 
rpoB CCGGACGTCACGGTAACAA TTATCTCCCGTATTTTACC CAGGTGTTCCGTCTGGCATA (1) 
liaH GAAGAAGTGGCTCAATATGAAGAA TTAGAAGCTACAAAAGCAC TGTTCGGACGCTTGATCGTA (2) 
liaI AAGGAATTCTGGTTGTTGTAATTATCG TCGAATACGTCATCATTTTTTCTTG AGCAATCATTTACTTCCTAAC This work 
liaR GGCGGAGACTCTGTTCTTGAA CAGAAGTAACTGGC TAGCGGTTAGCCGTT (2) 
lmo1746 CGCTGGTTGTTTCCGATGA CAACGATTGTTTGCACTTTCTTATC CCTGAATCTGTGACAATG This work 
lmo1967 TTGCTAACCCGTTTGGATCAG TTCGATTTGTTTGGATAACTCTAATGC AAATAATGAAACAGATGCAGCTC This work 
lmo2229 GCTGCGACAATTGCTGGATT CGATTAGTCGCTTTGTCGATATGT CTTCAAGCTCCAAGTGCGTA This work 
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