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Fig. S1 Schematic of CRISPR loci in Salmonella Typhimurium (oriented 5 to 3”). Direct repeats and spacers are
represented by black diamonds and white rectangles, respectively. The terminal direct repeats are represented by white
diamonds. L stands for leader sequence. cas genes are in grey while other core flanking genes (ygcF, iap and ptps) are in

white. The locations of PCR and flanking sequencing primers are indicated with arrows. The figure is not drawn to scale.
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Table S2 Names and sequences of all primers used for PCR and sequencing of CRISPR-MVSLT loci

Primer Name

Sequence (5'to 3")

Application

fimH-1 AGGTGAACTGTTCATCCAGTGG fimH PCR and sequencing
fimH-2 GCGGGCTGAACAAAACACAA fimH PCR and sequencing
fimH-3 GGCGCGTCGTTATTTAGTC fimH internal sequencing
fimH-4 GGACAGGTCGTGGAGTTT fimH internal sequencing
sseL-1 AAAATCAGGTCTATGCCTGATTTAATATATC sseL PCR

sseL-3 ACCAGGAAACAGAGCAAAATGAATATATGT sseL sequencing

sseL-4 TTCTCTCGGTAAACTATCCTATTGGGC sseL sequencing

sseL-5 GGCTCTAAGTACTCRCCATTACT sseL PCR

CRISPR1-1 GATGTAGTGCGGATAATGCT CRISPRI1 PCR and sequencing
CRISPR1-5 GGTTTCTTTTCTTCCTGTTG CRISPRI1 PCR and sequencing
CRISPR1-8 GCCATTATTCAACCCTCCAG CRISPRI internal sequencing
CRISPR1-9 TATCGTTAAGACTGAAGGAAG CRISPRI internal sequencing
CRISPR2-1 GCAATACCCTGATCCTTAACGCCA CRISPR2 sequencing
CRISPR2-3 ATTGTTGCGATTATGTTGGT CRISPR2 PCR and sequencing
CRISPR2-4 TCCAGCTCCCTTATGATTTT CRISPR2 PCR

CRISPR2-5 CGACGAAATTAAAACCGAACT CRISPR?2 internal sequencing
CRISPR2-6 CGGATTCCATGCGTTTTCA CRISPR?2 internal sequencing
CRISPR2-7 CCGGCGAGGTCAATAAAA CRISPR?2 internal sequencing
CRISPR2-8 TGACGCTGGTCTATACCG CRISPR?2 internal sequencing
CRISPR2-9 GTGACGTCAGTGCCGAA CRISPR?2 internal sequencing
CRISPR2-10 CTCTTCGCACTCTCGATCAA CRISPR?2 internal sequencing
CRISPR2-11 ACACAGCCCCGTCCAGAA CRISPR?2 internal sequencing
CRISPR2-12 AAGTTTGGGTTAATTGGACACG CRISPR?2 internal sequencing
CRISPR2-13 ACCGTGCAGAGTTGTATC CRISPR?2 internal sequencing
CRISPR2-14 TATTTCGCTATCAGTTACATC CRISPR?2 internal sequencing
CRISPR2-15 AATCGCCAGCCTCGGAAATA CRISPR?2 internal sequencing
CRISPR2-16 TTTTTCCTGTTCCTGTTCG CRISPR?2 internal sequencing
CRISPR2-17 CTAGGAGGCGTAATGAATAC CRISPR?2 internal sequencing
CRISPR2-18 ACGTGGTGGCCTCAAATAA CRISPR?2 internal sequencing
CRISPR2-19 AACGAACTGAATAAAATGTC CRISPR?2 internal sequencing
CRISPR2-20 GAAAGTGACGCGGCTTAT CRISPR?2 internal sequencing
CRISPR2-21 CGGCAGCGGTTGAGTAA CRISPR?2 internal sequencing

CRISPR2-22 CCACCAAAGCGAGAACAAA
CRISPR2-23 GCCACGCATTACTTGACTGT
CRISPR2-24 CGTTTTGATATCATGCTGCTAA
CRISPR2-25 TTCCAGGCTAACACAGTCAGA
CRISPR2-26 GGCTGTTTAGTTCCTGTGT

CRISPR?2 internal sequencing (targets IS70)
CRISPR?2 internal sequencing (targets IS70)
CRISPR?2 internal sequencing (targets IS70)
CRISPR?2 internal sequencing (targets IS70)
CRISPR?2 internal sequencing




Table S3 Distribution of antibiotic resistance by TST

Ampicillin Ceftiofur Chlorotetracyline Gentamicin Neomycin Oxytetracyline Trimethroprim/Sulphamethoxazole

CRISPR- Total Isolates

MVLST Screened S S S S S S S
TST 10 19 2 16 4 19 18 4 17
TST 13 12 9 12 9 9 12 9 12
TST 17 11 11 11 11 11 11 11 11
TST 19 18 17 17 18 18 18 18 17
TST 42 15 8 8 7 8 7 7 10
TST 44 8 8 8 8 8 8 8 8

p<0.001 P=0.003 p<0.001 p<0.001 p<0.001 p<0.001 p=0.007

The distribution of resistant and sensitive isolates for each of the seven antibiotics which significantly differed by sequence type is listed. The total
isolates screened for TSTs 10, 13, 17, and 19 include 6 epidemiologically unlinked human clinical isolates in addition to all available isolates in the
ADL collection, TST 42 includes only two clinical isolates, and no clinical isolates were identified with TST 44. P-values reflect the results of

Fisher’s exact test.



