Sup Fig. 2A - Xenopus tropicalis Pax7 genomic locus (Xt v4.1 Scaffold 930-65421-162920)
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Sup Fig. 2B - Xenopus laevis Pax7 mRNA (AY725267)
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Sup Fig. 2C - Alignment of x/Pax3, xIPax7 and morpholinos
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