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Suppl. Fig. 1: Generation of miR-9¢ and miR-969 knockout deletions through homologous recombination
A. The endogenous miR-9c stemloop sequence was first replaced by a mini-white transgene through
ends-out targeting. Afterwards, the mini-white transgene was removed by Cre-loxP-mediated

recombination.

B. The endogenous miR-969 stemloop was replaced by a Gal4 transgene, followed by mini-white.
This places the Gal4 transgene under the control of the miR-969 promoter.
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Table S1 Raw data: germ cell numbers in miRNA mutant and rescued embryos.

Table S1 is available for download at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.113.007591/-/DC1.
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