Table-S1: BLAST hits for exclusive pathogenic genes in each of the non-pathogens considered in
tuberculosis H37Rv were used as reference for BLAST.

this study. The exclusive genes in M.

Conserved membrane protein

GENE PRODUCT MTB MSMEG | MGIL | MKMS MVAN
Z‘;‘;}‘:S?S;Sf:sléaldehyde Rv0234c 6452 3;860 - . 31 344
Conserved membrane protein Rv0364 410 =l 4£688
}?ﬁgggtlforibosylﬁansferase Rv0382c 3 11 L 3 25 738
Membrane protein Rv0451¢ - . 13834
Transcriptional regulator Rv1404 250546 ; ;)537
Glycosyl transferase Rvl524 O -
Hypothetical protein cpsA Rv3484 384 I 361 726
Glycosyl transferase Rv3631 253 118 33886

Rv3632 - -

* The numbers in white row indicate the loci for each organism. For example, the best
homolog hit for Rv0234c in M. smegmatis was found to be MSMEG_6452. Numbers in
orange blocks indicate % identity, while the numbers in green blocks represent % coverage.




