Plus 1
Minus 1

Plus 106
Minus 101

Plus 211
Minus 206

Plus 316
Minus 311

Plus 404
Minus 416

CCATCACCGCHNINEYTATAGCATTCAGTTTGCTGTGTAGGTTCATGCTGACACACTGTRAATTCTGCCTTCGCGTTGGAWTCGCAATAATTCTTTCGGTCTCACTG
CCATCACCGCEE TATAGCATTCAGTTTGCTGTGTAGGTTCATGCTGACACACTGTMATTCTGCCTTCGCGTTGGAMTCGCAATAATTCTTTCGGTCTCACTG

GACGCGCTGATTEGGTCGTTTCTTCCCCTTCCGAGCCTGCAAACTGAGTTCATACTGCTGGCATATAGGAAGTGCATACAGCGACGCAAAGCGAGCCCGAGCTAG
GACGCGCTGATTHWGGTCGTTTCTTCCCCTTCCGAGCCTGCAAACTGAGTTCATACTGCTGGCATATAGGAAGTGCATACAGCGACGCAAAGCGAGCCCGAGCTAG

GCGGCACCCAAGTTTGGCAACCAGGGCGCCCGTGGGCAAGGACGGCCCAACAAACTAAATGGCTCGCCCGGAAGATGAGCCCGAGAGGgtgaggtccgggectecat
GCGGCACCCAAGTTTGGCAACCAGGGCGCCCGTGGGCAAGGACGGCCCAACARAACTAAATGGCTCGCCCGGAAGATGAGCCCGAGAGGgtgaggteccgggectcecat

'

gtgtcgcgcggaagtctcagggcgtcaaaataggccataagagccgaacgccgtcgtaagecgagttctetlg cEltttgttgcacgtgtgg
gtgtcgcgcggaagtctcagggcgtcaaaataggccataagageccgaacgccgtegtaagegagttotc tifefefef X RA-IoR Al R AeicEIt ttgttgcacgtgtgg

ccacattgaatgtggcgccaccageccttgtecgecacgggeggettececgtttgatggtacatggtgecce cagGCGCGGGAGGCGGAGGCCGACGCTGAAG
ccacattgaatgtggcgccaccagccttgtcgcacgggcggcttccecgtttgatggtacatggtgcecccigefefefegdc agGCGCGGGAGGCGGAGGCCGACGCTGAAG

Strain 2938 2936 2937 R3 J356 H6 H10 S1C5 CC1373 J6 J124 2935 CC124 CJU10
MT - + + + + - + - + - + - - -




