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Figure S2. Disruption of loop structures IFN-g 5’UTR mRNA using site-directed mutagenesis
A. Sequence of wild-type IFN-e 5’UTR and mutations introduced to disrupt the secondary structure
of loops 1 and 2. Mutated nucleotides are shown in red.

B. Secondary structure of wild-type and mutant IFN-e 5’UTR, as predicted by CentroidFold.



