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4-hydroxyphenylpyruvic acid dioxygenase
Charge State: +3

Scan Number: 5567

File Name: 091130ptp1blivers_hfd_basal2.raw

8000 5

x 10 Precursor
6 | x*
7000 — 51
> 4
X*
6000 — 31
2 4
1
5000 — T
O M J:J..' .I.!l [T
689 690 691 692
+O(\l
4000 T
.sze $o
oo ,
|: iTRAQ
o)
3000 - -
150001 | *
+oN % *
2000 T ¥
5 | & 100001
T S ? T
I IN +
z aq ol o
1000 Yol o hr® £y o
= T 5000 1
=2 o
u ~ e
o Cl? L Lol o diboanl .L-Tn.l.l Jl Llllj b R JLjLI .n-% Il T. 0 ||

400 600 800 1000 1200 1400 112 114 116 118 120 122



Tl stvlplpltlal vl +1el sl gl ]
F|_W|_S|_V|_D|_D|_T|_Q|_V|_H|_T|_E|_y|_S|_S|_L|_R

4-hydroxyphenylpyruvic acid dioxygenase
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4-nitrophenylphosphatase domain and non—neuronal SNAP25-like protein homolog 1
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4-nitrophenylphosphatase domain and non—neuronal SNAP25-like protein homolog 1
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4-nitrophenylphosphatase domain and non—neuronal SNAP25-like protein homolog 1
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acetyl-Coenzyme A acetyltransferase 1 precursor
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acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3—oxoacyl-Coenzyme A thiolase)
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actin filament associated protein 1-like 2
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actin filament associated protein 1-like 2
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acyl-CoA binding protein / diazepam binding inhibitor isoform 2
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acyl-CoA binding protein / diazepam binding inhibitor isoform 2
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acyl-CoA synthetase long—chain family member 5
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Scan Number: 6914

File Name: 100905ptp1blivers_ncHFD_basal.raw

x 10” Precursor
1200 4
x*
3.
N O x*
1000 ¥
2.
1
Q
: el
= $;;2 ‘ T
T B
T 754 755 756 757
A
Q
600 g
1 iTRAQ
¥ 3
NE 8000 - *
400 ™ :Eo %39 ) +§!:_
S =B
T °*§" 6000 1
O("J
o [e]
& o .
200 - ™, 4000
© g o
2 I T
BENCS N 2000 1
T T T T
0- 0

400 600 800 1000 1200 1400 1600 1800 112 114 116 118 120 122



1alsl Tslalal vl ]
L|_A|_G|_I|_S|_Q|_G|_V|_y|_R

acyl-Coenzyme A dehydrogenase family, member 11
Charge State: +3
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acyl-Coenzyme A oxidase 1, palmitoyl

Charge State: +3
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aldehyde dehydrogenase 1 family, member L1
Charge State: +3
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aldehyde dehydrogenase 1 family, member L1
Charge State: +3
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aldehyde dehydrogenase family 1, subfamily A7
Charge State: +3
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aldehyde dehydrogenase family 6, subfamily A1
Charge State: +3
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aldolase 2, B isoform
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ankyrin repeat and sterile alpha motif domain containing 1
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annexin A2
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arginase 1, liver
Charge State: +2
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arginase 1, liver
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arginase 1, liver
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arginase 1, liver
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argininosuccinate synthetase
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argininosuccinate synthetase
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argininosuccinate synthetase
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ATP citrate lyase
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catenin, delta 1 isoform 1
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caveolin, caveolae protein 1
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clathrin, heavy polypeptide (Hc)
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cyclin-dependent kinase 2 isoform 2
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cyclin-dependent kinase-like 5
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cytochrome b-5
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cytochrome P450, family 2, subfamily e, polypeptide 1
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DEAD/H (Asp-Glu—Ala—Asp/His) box polypeptide 3, X-linked
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docking protein 1
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dual-specificity tyrosine—(Y)—phosphorylation regulated kinase 1b isoform a
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dual-specificity tyrosine—(Y)—phosphorylation regulated kinase 4
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enhancer trap locus 4
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enolase 2, gamma neuronal
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enolase 3, beta muscle
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Eph receptor A2
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Eph receptor A2
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Eph receptor B4
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epidermal growth factor receptor isoform 1
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epidermal growth factor receptor isoform 1
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Erbb2 interacting protein isoform 2
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Erbb2 interacting protein isoform 2
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eukaryotic translation elongation factor 1 alpha 1
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eukaryotic translation elongation factor 1 alpha 2
Charge State: +3
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eukaryotic translation initiation factor 1B
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F11 receptor
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fatty acid synthase
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Fc receptor, IgG, low affinity Ilb isoform 2
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fer (fms/fps related) protein kinase, testis specific 2 isoform a
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fructose bisphosphatase 1
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fructose bisphosphatase 1
Charge State: +3
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fructose bisphosphatase 1
Charge State: +4
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fructose bisphosphatase 1
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fructose bisphosphatase 1
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fumarate hydratase 1
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fumarate hydratase 1
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FYVE, RhoGEF and PH domain containing 5
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G protein—coupled receptor, family C, group 5, member C
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glucocorticoid receptor DNA binding factor 1
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glucocorticoid receptor DNA binding factor 1
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glutamate dehydrogenase 1
Charge State: +3
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glutamate dehydrogenase 1
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glutamate dehydrogenase 1
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glutamate oxaloacetate transaminase 1, soluble
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glutamate oxaloacetate transaminase 1, soluble
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glutamate oxaloacetate transaminase 2, mitochondrial
Charge State: +2
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glutamate oxaloacetate transaminase 2, mitochondrial
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glutamine synthetase
Charge State: +2
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glutamine synthetase
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glutathione peroxidase 1
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glutathione S-transferase, mu 1
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glutathione S-transferase, pi 1

Charge State: +3
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glutathione S-transferase, pi 1
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glyceraldehyde-3-phosphate dehydrogenase
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glyceraldehyde-3-phosphate dehydrogenase
Charge State: +3
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glycine N-methyltransferase
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glycine N-methyltransferase
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Scan Number: 5728
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glycine N-methyltransferase
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glycogen synthase kinase 3 beta
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glycogen synthase kinase 3 beta

Charge State: +2
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growth factor receptor bound protein 2—-associated protein 2
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GTP cyclohydrolase | feedback regulator
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heat shock protein 1 (chaperonin 10)
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heat shock protein 1 (chaperonin)
Charge State: +3
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heat shock protein 1 (chaperonin)
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heat shock protein 1, alpha

Charge State: +3
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File Name: 100827ptp1blivers_ncHFD_basal.raw

y

x 10* Precursor
1200 5.
1.51 1
1000 Zé‘%
Im 1
i
I
= i}
0.51
800 T
L | |
A 612 613 614 615
2
600 —
Py iTRAQ
-~ ¢‘+" [s2)
T O 3
o T o e 8000 ; v«
400 7 2 Im 2:’ +;;D +§b
i
g = *
e 6000 1
T %
Om E _gf
* 1 & 4000 -
200 3 3
i | N
o lm <
N 3§ 2000 T
[ <
o_ ok oatd ol ol o |II.II I.I. | | Y lﬁ) 0 ! . . . |'
400 600 800 1000 1200 1400 112 114 116 118 120 122



Tol Al Al 16l gl ol al vl ol vl gl
A|-P|-A|-A|-I|-G|-P|-y|-S|-Q|-A|-V|-Q|-V|-D|-R

heat-responsive protein 12
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hemoglobin, beta adult major chain
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hemoglobin, beta adult major chain
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high density lipoprotein binding protein
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homeodomain interacting protein kinase 3
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hypothetical protein LOC66952

Charge State: +4

Scan Number: 5956

File Name: 100908ptp1blivers_ncHFD3_basal.raw

Iol Tl ]
A|-D|-I|-H|-V|-L|-R

4 Precursor
1800 x 10
X*
6.
1600 — 5]
9 4 k
1400 - . S 3]
(@)
IN
T, 21
z
'] R [
. L e
1000 ] 664 665 666 667
+;gl‘0
800 —
iTRAQ
L 40001
600 —
x 3
o) |
™ 3000
gw T (x" X
400 — 2o 3 o3
. 20, L.« sl 2000
QY o 280 RS
T 00 o E«» Il T e
200 - 2w T INLO o Ig ©) Y o ©
o § 2 |9 or I - %.% o 1000
0- 0 YRS NS A S .
300 400 500 600 700 800 900 1000 1100 1200 112 114 116 118 120 122




lal Ilglalelal el vItlal al plyl el algl 16l Al ]
ILG[I|-V|-G|-G|-C|-Q|-E|-y|-T|-G|-A|-P|-Y|-F|-A|-G|-I|-S|-A|-L|-K

hypothetical protein LOC69225
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Charge State: +3

Scan Number: 7064

File Name: 091130ptp1blivers_hfd_basal2.raw

1800 —

1600 —

1400 —

1200 —

1000 —

800 —

600 —

400 —

200

+2
4_HzO

rlplalnl Lol el 1ol

A A R O A A A

12
12

P

a2
1 +2

4
+2

W2
47

o2
Y17

+ 43
sMH-HPO

A7}
¥

b
10

910—NH3—H20

,10—NH3—H2O

o i blbe dod
400

151

10

12000 1

10000 1

8000 1

6000 1

12

% 4000 1

2000 1

0

1800 112 11

Precursor

*

ﬂ;T

90

iTRAQ

7 908

4 116 118 120 122




110000
RN

RN
NN

inositol polyphosphate phosphatase-like 1
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insulin receptor
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insulin receptor
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insulin receptor substrate 1
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insulin receptor substrate 1
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insulin receptor substrate 1
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insulin receptor substrate 2
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isochorismatase domain containing 1
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isocitrate dehydrogenase 1 (NADP+), soluble
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Janus kinase 2
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keratin 18
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keratin complex 2, basic, gene 8
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kinesin family member 13B
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leucine rich repeat containing 25
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LIM domain containing preferred translocation partner in lipoma
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lymphocyte cytosolic protein 1

Charge State: +3

Scan Number: 6257

File Name: 100905ptp1blivers_ncHFD_basal.raw

2000

1800 —

1600 —

1400 —

1200

1000

800 —

600

400 —

200 —

A7}
¥

N
2

400

600

sl elndel Il ol el

ULl

|
8

\h+2\1h

1376

9:—NH?}é‘bI _NH+2

b ~NH_-H_O
b, —NH

w2

w2
19

. NH«sﬁ_Fz

B2 + 43

o2
Y19

12
13
14

2000

x10

2.51

1.5

0.51

5 Precursor

JT...

4000 1

3000 ;

2000 1

1000 1

953 954 955

iTRAQ

956

0

112 11

4 116 118 120 122



Tl el al el ol ol gl ]
E|_V|_G|_V|_y|_E|_A|_L|_K|_D|_D|_S|_W|_L|_K

malate dehydrogenase 1, NAD (soluble)
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membrane associated guanylate kinase, WW and PDZ domain containing 1 isoform a
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met proto—oncogene
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mitochondrial trifunctional protein, alpha subunit
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mitogen activated protein kinase 1
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mitogen activated protein kinase 1
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mitogen activated protein kinase 1
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mitogen activated protein kinase 14
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mitogen activated protein kinase 3
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mitogen activated protein kinase 3
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mitogen activated protein kinase 3
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myeloid/lymphoid or mixed lineage-leukemia translocation to 4 homolog isoform 1
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myeloid/lymphoid or mixed lineage-leukemia translocation to 4 homolog isoform 1
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Na+/K+ —ATPase alpha 1 subunit
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non-catalytic region of tyrosine kinase adaptor protein 1
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ornithine aminotransferase
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ornithine transcarbamylase
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partitioning—defective protein 3 homolog isoform 3
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partitioning—defective protein 3 homolog isoform 3
Charge State: +3

Scan Number: 5884

File Name: 091130ptp1blivers_hfd_basal2.raw

x 10° Precursor
4500 X
»
2 4
4000 ¥ |5
k3
3500 — i 1
0.5
3000 Lﬂ T
~ ol Himnn n
K 730 731 732 733
2500
® bm
2000 T x 10" iTRAQ
T
P4
L 5 ¥
1500 F o 0 o
o -‘:)N jl:c :'ZI: 4
o T o 7 %’ 5 q
N © o) - Eol
1000 T R ™ 7 gy 3]
0 ¥ ® IM O(\ C')m .
@) 8+—O¢v :|E B
o o ‘_\"_
|£ N 21
500 Yo Yool T 5
. T[T o 1
0 - 0 y

400 500 600 700 800 900 1000 1100 1200 112 114 116 118 120 122



1P I O S S e
A|_G|_E|_E|_E|_H|_V|_y|_S|_F|_P|_N|_K

paxillin isoform alpha
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phosphatidylethanolamine binding protein 1
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phosphatidylinositol 3 kinase, regulatory subunit, polypeptide 3 (p55)
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phosphatidylinositol 3—kinase, regulatory subunit, polypeptide 1 isoform 1
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phosphatidylinositol transfer protein, alpha
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Scan Number: 6071

File Name: 091130ptp1blivers_hfd_basal2.raw

1200

1000 —

Jat2
4

800 —

600

N
4

400

a2
3

200

200 400 600 800

N

7

N

1000

1200

x10
2.5

1.5

0.51

5 Precursor

599 600 601 602

x 10

1.5

N iTRAQ

112

114 116 118 120 122



IR o S P
I |-A |-L |-y |-E |-T |-P |-T |-G |_W|_K

phosphoglucomutase 2
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phosphoglycerate kinase 1
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phosphoglycerate mutase 2
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phospholipase C, gamma 1
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pipecolic acid oxidase

Charge State: +4
Scan Number: 550

File Name: 100908ptp1blivers_ncHFD3_basal.raw

9

Tglslylpl ]
L|_S|_S|_V|_D|_L|_K

3500
3000
2500
2000
>

1500 —
1000 —
500

N o z

+TN IN 1

Yo T,
0 - m T ....T\j — T T ml.I.L..ILT
300 400 500

W2

[T I||.||||..

| +2
+24b1 o_NHs_Hzo

-HPO

7

Y o
(2l

1”..;..[] | I\T

12
12

x104

121

10 1

Precursor

0 |1
572

5000 1

4000 1

3000

2000 1

1000

573 574 575

iTRAQ

600

700

0 -

112 11

116 118 120 122



TolVTalol Llglul pl el €
E[Q[y[Q[D[L[Q[M[P[E[E[R

plakophilin 2
Charge State: +3
Scan Number: 3304
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plakophilin 2
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plakophilin 4 isoform 1

Charge State: +3

Scan Number: 4214

File Name: 090728ptp1blivers_M_NC_ins_e.raw

Precursor
900
4 15000 1 ¥
T %
800 : -
T
F 10000 -
700
5000
600 T
0 . . .
500 - 704 705 706 707
400 -
iTRAQ
35001 .
9.5 o 2500 ¥ -
oY I_eo o) N * *
2004 . % o 2 o, 2000 1
¥ 271 T *
™ z T I._ [N
z z R o 1500 1
@ ~ I Q
+ ™ N + o o = (@)
100 8 ¥~ 8 Y ES o @ 1000 1
o I| . :'|: I,C_’ S + ~
T “ " 3 ; RS o g o 500 1
o ) i, o all g 0 | | |

500 600 700 800 900 1000 1100 1200 1300 112 114 116 118 120 122



SO L I ) Y S Y ) S D D N
N|_N|_y|_A|_L|_N|_T|_A|_A|_T|_Y|_A|_E|_P|_Y|_R|_P|_V|_Q|_Y|_R

plakophilin 4 isoform 1
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platelet/endothelial cell adhesion molecule 1 isoform 1
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pleckstrin homology domain containing, family A member 7
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pleckstrin homology domain containing, family A member 7
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pleckstrin homology domain containing, family G (with RhoGef domain) member 1
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plectin 1 isoform 1
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progesterone receptor membrane component
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proline synthetase co-transcribed isoform a
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proteasome (prosome, macropain) subunit, alpha type 2
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protein tyrosine phosphatase, non-receptor type 11
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protein tyrosine phosphatase, receptor type, A
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proto—oncogene tyrosine—protein kinase Fgr
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PRP4 pre-mRNA processing factor 4 homolog B
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pterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha
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PTK2 protein tyrosine kinase 2
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PTK2 protein tyrosine kinase 2
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PTK2 protein tyrosine kinase 2
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PTK2 protein tyrosine kinase 2
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PTK2 protein tyrosine kinase 2
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PTK2 protein tyrosine kinase 2
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PTK2 protein tyrosine kinase 2 beta
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PTK2 protein tyrosine kinase 2 beta
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PTK2 protein tyrosine kinase 2 beta
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PTK2 protein tyrosine kinase 2 beta
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pyruvate carboxylase
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pyruvate dehydrogenase (lipoamide) beta
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RanBP-type and C3HC4-type zinc finger containing 1
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Rho GTPase activating protein 27 isoform 1
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ribosomal protein L13a
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RIKEN cDNA 9030420J04 gene
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RIKEN cDNA 9030420J04 gene
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S-adenosylhomocysteine hydrolase
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S-adenosylhomocysteine hydrolase
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SA hypertension-associated homolog
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serine hydroxymethyltransferase 1 (soluble)
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serine hydroxymethyltransferase 1 (soluble)
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SH2 domain containing 3C
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SH3 domain protein 1B
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signal transducer and activator of transcription 3 isoform 3
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signal-transducing adaptor protein—-2
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solute carrier family 22 member 1
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solute carrier family 25, member 5
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solute carrier family 25, member 5
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Src homology 2 domain containing F
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src homology 2 domain-containing transforming protein B
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src homology 2 domain-containing transforming protein B
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src homology 2 domain-containing transforming protein B
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src homology 2 domain-containing transforming protein C
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staphylococcal nuclease domain containing 1
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staphylococcal nuclease domain containing 1
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sterol carrier protein 2, liver
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Sugen kinase 269 / hypothetical protein LOC244895
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suppression of tumorigenicity 5 isoform 1
Charge State: +3
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suppression of tumorigenicity 5 isoform 1
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synapse—associated protein 102
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synapse—associated protein 102

Charge State: +3

Scan Number: 4296

File Name: 091130ptp1blivers_hfd_basal2.raw

x 10° Precursor
?Om 4 *
e S
:IE(")
10000 T
Z 3
=
T x*
2 4
8000
1
0 | I T T ;
773 774 775 776
6000
I\l
S 2 .
4000 o
T
I')
i 151
— () 1 i " .
2000 2 ;
v T
© I(')
Z 0.5 T
~ Yo < ¥ © =)
0 - bt lnT“.I.LA .MATLLIL[L,T‘“.L.IL TI ; OI | | i / ,
500 600 700 800 900 1000 1100 1300 112 114 116 118 120 122



Tl ol elel plgl 11l ]
TLM[QLF[ELP[SLT[MLV

talin 1
Charge State: +3
Scan Number: 2385

lolalcla

UL

File Name: HJ072909_HFD_E1_2.raw

4.5 —

3.5

2.5

1.5

0.5

+3
3

.'+2
NH,-HPO

a4 8_
“12

N2
10

=3 3918 2

o +3
14

600 700

/
5

42
’\U13

+2
NH3—HPOS—H20

b .-
13
b

12
+2
14

o
(]

I

!

1100 1200

Y10

1.5

0.51

0

6
x 10 Precursor

*

|||,| |T|lu ]
739 740

741

«10°  TRAQ

L1
742

112 11

4 116 118 120 122



TGlel Talalal W el nl vl algl 1Al Al
L|_L|_G|_E|_I|_A|_Q|_G|_N|_E|_N|_y|_A|_G|_I|_A|_A|_R

talin 1
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v—erb-b2 erythroblastic leukemia viral oncogene homolog 3
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voltage—dependent anion channel 1
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Wiskott—Aldrich syndrome homolog
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Yamaguchi sarcoma viral (v—yes—1) oncogene homolog
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Yamaguchi sarcoma viral (v—yes—1) oncogene homolog
Charge State: +2

Scan Number: 4745

File Name: 090806ptp1blivers_M_NC2.raw

3

7

A7}
o4

~

T L.

9_NH3

4
x 10 Precursor

3.5

2.51

1.5

0.51

N/
o4

12000 1

10000 1

8000 1

6000 1

4000 1

2000 1

w1,

1400 7 Y o
o)
o
T
It')
i
T
1200 — =9
ON
T
I(’)
T
z
1000 — F
bt
i
L
800 oL
o T
O O’)
o
T
I n
600 — 7
I
&
2 I
1o
(= =
400 = 1
o
200 — - e
o I
e =
T N o
0 T a ol TTI wora bl I;T—TJ.. oty |.u.| wll el ) o
400 600 800

|
1000

0

862 863 864 865

iTRAQ

1200 12

1400

1600

114 116 118 120 122



T 00000,

LLLLLLDL

Yamaguchi sarcoma viral (v—yes—1) oncogene homolog
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zinc finger CCCH type, antiviral 1
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