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Figure	  S1	  	  	  Positions	  of	  15-‐bp	  insertions	  in	  the	  transposition	  library	  (blue	  lines)	  and	  from	  the	  non-‐sectoring	  red	  
colonies	  (red	  lines)	  were	  determined	  by	  Illumina	  sequencing.	  	  Insertions	  were	  identified	  using	  the	  unique	  NotI	  
recognition	  sequence	  and	  shown	  along	  the	  NDC80	  gene.	  	  The	  read	  coverage	  from	  the	  sequencing	  is	  shown	  in	  green.	  


