2 . 20 il ey
LO07_ OO tse
x2 24 6 e =
LO06_ 0033 tsn
x2 Pl Fasd Pasd O > . B B
<>
2 B 20 20 O > . s e
<>
—
/l—\
26 26 30 2 34 36 e 40
-~
- - - _._/“LL_\ .
6 26 30 2> 34 36 36 40
L
26 26 30 34 e 35 a0

Rio Blanco

O8F485

Chinese Spring

Bobwhite

NWO97S186

O8F481

Ron L

Antelope

Figure S8 One diagnostic SNP markers for TaPHS1 (TaPHS1-SNP1) was developed based on the GT-to-AT mutation at the mis-splicing site (+646) in
susceptible cultivars. The SNP was analyzed using SNPShot via an ABI3730 DNA analyzer. The top four cultivars with blue (G) peaks are sprouting

resistant, and the bottom four cultivars with green (A) peaks are sprouting susceptible.

S. Liuetal.

93l



