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Figure S4 Sequence alignment of the deduced amino acids of TaPHS1 homologs from maize (GRMZM2G021614, GRMZM2G152689,
GRMZM2G059358), sorghum (Sb03g8270), Brachypodium (Bradi2g01020), barley (HYMFT), rice (0s01g02120, 0s06g30370), Arabidopsis
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(At01g18100), and wheat (Qphs.pseru-3AS).
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