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Figure S1 UP-TORR user interface for human RNAi reagents. For human RNAI reagents, UP-TORR supports input of the gene-
specific region from one or more specific RNAi reagent sequence (e.g. siRNA or shRNA 21-mer sequences). (A) The user first
selects human tab, then enters the gene-specific sequence regions of RNAi reagents; (B) UP-TORR outputs a table that
summarizes gene and isoform specificity of the reagents and provides information about the target region, location and
alignment length. (C) Genes are hyperlinked to NCBI EntrezGene page. (D) Transcripts are hyperlinked to NCBI RefSeq page.
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