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Fig. S5. Multiple sequence alignment of the E. faecium core genomic ampicillin resistance determinant DdcP. Strain names
and available locus tags are shown to the left, followed by reported ampicillin resistance (AmpR). Clade B strains are shown
in red, clade A strains with a predicted recombinant DdcP are shown in black, all other clade A strains are shown in blue. The
DdcP multiple sequence alignment is shown to the right: only variable amino acid positions are shown. The consensus DdcP
sequence is shown in the bottom.



