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hFANCM        KSEALQFYLSIPNISYITALNMCHQFSSVKRMANSSLQEISMYAQVTHQKAEEIYRYIHYVFDIQML

hXPF             PQDFLLKMPGVNAKNCRSLMHHVKNIAELAALSQDELTSI-LGNAANAKQLYDFIHTSFA-EVV

apXPF      SDVREWQLYILQSFPGIGRRTAERILERFGSLERFFTASKAEISKVEGIGEKRAEEIKKILMTPYK

hERCC1     QDFVSRVTECLTTVKSVNKTDSQTLLTTFGSLEQLIAASREDLALCPGLGPQKARRLFDVLHEPFLKVPG

hFAAP24     LSEPSLLRTVQQIPGVGKVKAPLLLQKFPSIQQLSNASIGELEQV--VGQAVAQQIHAFFTQP
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hERCC1      QQALKELAK-MCILAD-CTLILAWSPEEAGRYLETYKAYEQ-KPADLLMEKL

hFAAP24     EQYFPALQKFTVLDLG-MVLLPVASQMEASCLVIQLVQEQTKEPSKNP--LL
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          Human  CTTGTAGGTGGTCATGAAATCACT

          Chimp  ........................

        Gorilla  ........................

      Orangutan  ........................

         Rhesus  ........C...........A...

       Marmoset  ........................

        Tarsier  .....TAACA........G.....

    Mouse lemur  .......A.A..............

      TreeShrew  .......A.A..............

          Mouse  .......ACA...G..........

            Rat  .......ACA...GA.........

   Kangaroo rat*  ......AA.A...G..........

     Guinea Pig  .......A.A...G..........

         Rabbit  .....G.A.A.C.G......A...

           Pika  .......A.A...G.......T..

         Alpaca  .....G.A.A...G..........

        Dolphin  .......ACA...G..........

            Cow  .......ACA.C.G.......GT.

          Horse  .......A.A...G..........

            Cat  .......A.A..TG..........

            Dog  .......A.A..TG..........

       Microbat  .......ACA.C.G..........

       Hedgehog  .......A.A...G...GG.....

       Elephant  .......A.A...G.......G..

     Rock hyrax  .......A.A...G.........C

          Sloth  .......A.A...G..........

        Opossum  .....G.A.AAC.GG......T.C

       Platypus  ..G....A.T.C.GG..G...T.G

        Chicken  ..G..G.ACA.C.G...G...T.C

         Lizard  ..A.CG.ACA.C.GC..G...T.C

  X. tropicalis  ....CT.ACA.C.GG......T.C

      Tetraodon  ..GA.G.ACA...G.TGC....GC
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TGTGATTACATCGTGAGTAATCGCATGGTGGTGGAAAGGAGGTCTCAATCTGAGATGTTA Human           

....................C....................................... Chimp         

....................C....................................... Gorilla  

....................C....................................... Orangutan

....................C..........................G............ Rhesus

....................C....................................... Marmoset

.....C.....T........C.......................C............... Tarsier

...........T........C....................................... Mouse lemur

...........T........C........T.................G............ TreeShrew

.....C........A..C.GC..A.....C..A.T............G.....A...... Mouse

.....C........A..C..C..A.....A..A.......A......G.....A...... Rat  

...........T.......GC...........A..G....T...A............... Kangaroo rat*

G....C...G.T........C..........................G.........C.G Guinea Pig

...........T........C........C...........................A.. Rabbit

...........T.....C..C...................A...C..G..C......... Pika

...........T........C.......C............................... Alpaca

........T..T........C....................................... Dolphin

........T..T........C..........................G............ Cow

....G...............C.....................C....G..A......C.. Horse

...........T........C...........A..............G............ Cat

...........T........C....................................... Dog 

...........T........C......................A.............C.. Microbat

...........A........C..G...........G.......AC..T.........GC. Hedgehog

...........A........C....................................... Elephant

..C........A..A.....C........A.................G......C....G Rock hyrax

...........T........C...................................A... Sloth

.....C.....T..T..C..C..A....CA........A.AA..C.....A......G.. Opossum

........T........C..C..A....C.........A.AA.A..TG......T....G Platypus

G.C......G.T..C..C..C.......CA..........AA.TC..G..G...C..C.G Chicken

..C.....TG.G..C..CC.C..G....C......G....A...C.CGG.G...C.CC.C Lizard

..........T..C....Gv....T.A.CA.....GC.C.A...A..G..C..AT.TGC. X. tropicalis

A.CT...T......C..C..C.......C......G...CACAGC..G..A..TC..GCT Tetraodon 
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aligned with
FAAP24 monomer

pfXPF

2bhn-A
hXPF ERCC1 RuvA

aligned PDB 2LHY 1x2i-B 2kn7-A 1z00-B 1d8l-A 3epg
Z-score 4.4 11.8 9.9 10 8.4 7.2 6.4
rmsd (Å) 2.3 0.9 1.1 1.5 1.6 2.4 2.1

100 30 28 23 23 26 31
51 60 60 60 60 58 52

zx2i-A 2bgw-A 2a1j-A 1z00-B 2ztd-B 4ebd
Z-score 4.9 4.4 4.2 3.6 2.1 2.9
rmsd (Å) 2 10.4 2.9 2.7 3 8.5

33 26 25 24 22 23
52 62 53 55 55 71
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