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Table S1.  List of the target sites of originally designed ZFNs. 
design # 

1 

Target sites on HIV-1 LTR 

CACACAAGGCTACTTCCCnnATTGGCAGAACTACACACCAG 

2 CACACAAGGCTACTTCCCTGATnnGCAGAACTACACACCAG 

3 GGCTACTTCCCTGATTGGnnGAACTACACACCAGGGCCAG 

4 GGCTACTTCCCTGATTGGnnGAACTACACACCAGGGCCAG 

5 CGAGCCCTCAGATGCTAnnTATAAGCAGCTGCT 

6 CATATAAGCAGCTGnnTTTTGCCTGTACTGGGT 

7 CCAGATCTGAGCCTGGGAGCnCTCTGGCTAACTAG 

8 CCAGATCTGAGCCTGGGAGCnCTCTGGCTAACTAGGGA 

9 CCACTGCTTAAGCCTCAATAnnGCTTGCCTTGAGTG 

10 TGCTTAAGCCTCAATAAnGCTTGCCTTGAGTG 

11 CTAGAGATCCCTCAGACCCTnTTAGTCAGTGTGGA 

12 GGCTACTTCCCTGAnnnGCAGAACTACACACCAG 

13 CACACAAGGCTACTTCCCTGAnnnGCAGAACTACACACCAG 

14 GTGGCGAGCCCTCAGATGCTnnnTATAAGCAGCTGCT 

15 GGAACCCACTGCTTAAGnnnCAATAAAGCTTGCCTTGAGTG 

16 CTAGAGATCCCTCAGACCnnnTTAGTCAGTGTGGA 

 



Figure S1.  ZFN activity as measured by the yeast MEL-1 reporter assay. 

 

ZFN activity as measured by the yeast Mel-1 reporter assay (Doyon et al., Nat 

Biotechnol, 2008, 26(6): 702). ZFN cleavage activity was measured before induction 

(0h, white bars) and after induction of ZFN expression (6h, black bars). Mel-1 levels 

positively correlate with ZFN ability to create double strand breaks at the desired 

target site. ZFNs that show >50% signal relative to the positive control ZFN after 

induction (6h) are regarded as useful for genome editing experiments. 



Figure S2.  Annotated ZFN-LTR amino acid sequences.  

Full amino acid sequences of ZFN-LTR-L (A) and ZFN-LTR-R (B). Both proteins contain 

one SV40 Nuclear Localization Signal (NLS, purple) and one FokI domain (green). The 

DNA binding modules of ZFN-LTR-L and ZFN-LTR-R are represented in red. 

A. ZFN-LTR-L 

3FLAG               NLS 

MDYKDHDGDYKDHDIDYKDDDDKMAPKKKRKVGIHGVPAAMAERPFQCRICMRNFSRSDH

Module L6:TGG            Module L5:ATC                  Module L4:CAG 

  60 

LSTHIRTHTGEKPFACDICGRKFADSSARKKHTKIHTGSQKPFQCRICMRNFSRSDALSE

Module L3:GCT                    Module L2:CAG 

HIRTHTGEKPFACDICGKKFA

  120 

TSSSRKKHTKIHTGSQKPFQCRICMRNFSRSDNLSQ

Module L1:TCC 

THTGEKPFACDICGRKFA

HIR  180 

ASNDRKKHTKIHLRGSQLVKSELEEKKSELRHKLKYVPHEYI

FokI 

  240 

ELIEIARNSTQDRILEMKVMEFFMKVYGYRGKHLGGSRKPDGAIYTVGSPIDYGVIVDTK  300 

AYSGGYNLPIGQADEMERYVEENQTRDKHLNPNEWWKVYPSSVTEFKFLFVSGHFKGNYK  360 

AQLTRLNHITNCNGAVLSVEELLIGGEMIKAGTLTLEEVRRKFNNGEINFRS

 

**        412 



B. ZFN-LTR-R 

3FLAG               NLS 

MDYKDHDGDYKDHDIDYKDDDDKMAPKKKRKVGIHGVPAAMAERPFQCRICMRKFAQSGH  60 

Module R5: GGA            Module R4:TAG                  Module R3:AAC 

LSRHTKIHTGEKPFQCRICMRNFSRSDNLSTHIRTHTGEKPFACDICGRKFADRSNRKT

Module R2:GCT                    Module R1:CTG 

TKIHTGSQKPFQCRICMRNFS

H  120 

QSSDLSRHIRTHTGEKPFACDICGRKFARRDALLM

FokI 

HLRGS

HTKI  180 

QLVKSELEEKKSELRHKLKYVPHEYIELIEIARNSTQDRILEMKVMEFFMKVYGY  240 

RGKHLGGSRKPDGAIYTVGSPIDYGVIVDTKAYSGGYNLPIGQADEMQRYVKENQTRNKH  300 

INPNEWWKVYPSSVTEFKFLFVSGHFKGNYKAQLTRLNRKTNCNGAVLSVEELLIGGEMI  360 

KAGTLTLEEVRRKFNNGEINF

 

**                                       381 

 



Figure S3. Conservation analysis of ZFN-LTR binding sequence and LoxLTR sequence 

recognized by Tre-recombinase in different HIV-1 subtypes. (A) The ZFN-LTR binding 

sequence, located at 471-508 bp within the HXB2 reference isolate (GenBank 

accession number K03455), and (B) the LoxLTR sequence, located at 193-226 of the 

HXB2 reference isolate, were aligned with all HIV-1 genome sequences in the Los 

Alamos HIV Sequence Database (http://www.hiv.lanl.gov/) using a web alignment 

tool (http://www.hiv.lanl.gov/content/sequence/NEWALIGN/align.html). Then the 

alignments were used to highlight mismatches using the Highlighter for Nucleotide 

Sequences v2.1.1 online 

(http://www.hiv.lanl.gov/content/sequence/HIGHLIGHT/HIGHLIGHT_XYPLOT/highlig

hter.html). Mismatches are represented in different colors: A-Green, T-Red, 

G-Orange, C-Light blue, Gaps-Gray. For ZFN-LTR binding sequences, the total number 

of analyzed ZFN-LTR binding sequences was 344 and the average similarity was 0.937, 

while for LoxLTR, the total number of analyzed sequences was 269 and the average 

similarity was 0.775.  

http://www.hiv.lanl.gov/�
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 ZFN-LTR binding sites (HXB2.471-508)

 B.IT.05.SG1.DQ672623

 B.US.83.5018_83.AY835777
 U.CD.83.83CD003.AF286236

 B.US.85.5077_85.AY835769
 B.ES.89.G2p1.GQ386782
 B.US.94.5082_94.AY835773
 B.ES.89.D1p11.GQ386775
 B.ES.89.I5p11.GQ386787
 B.ES.89.G1p11.GQ386780
 B.ES.89.E1_5p11.GQ386793
 B.US.86.AD87.AF004394
 B.US.90.WCIPR.U69591
 B.BR.02.02BR011.DQ358809
 1819.CU.99.CU64.AY894995
 B.JP.x.DR1673.AB564744
 B.US.91.5048_91.AY835761
 B.ES.89.K1p1.GQ386788
 B.JP.x.JRC53B.AB565499
 B.JP.x.JRC53B.AB565500
 BC.BR.02.02_BR_HF31.GQ365649
 B.US.95.5073_95.AY835768
 A1DHK.NO.97.97NOGIL3.AJ237565
 B.KR.04.04WK7_HIV_1_wk.DQ295194
 B.ES.89.E1_5p1.GQ386792
 B.JP.x.DR1673.AB564745
 B.ES.89.K1p11.GQ386789
 01B.TH.91.CM237.AY167123
 B.US.93.WCM32P0793.DQ487190
 B.US.83.SF2.K02007
 B.ES.89.I1p1.GQ386784
 B.ES.89.D1p1.GQ386774
 B.US.88.5160_88.AY835763
 B.ES.89.I1p11.GQ386785
 B.CU.99.Cu43.AY586543
 BF1.BR.02.02BR006.DQ358807
 B.US.83.5157_83.AY835781
 B.US.85.Ba_L.AB221005
 B.US.86.5084_86.AY835775
 B.ES.89.G2p11.GQ386783
 B.ES.89.H1_5p11.GQ386795
 B.ES.89.H1_5p1.GQ386794
 B.ES.89.G1p1.GQ386779
 B.ES.89.K2p1.GQ386790
 B.ES.89.D1_5p11.GQ386776
 B.US.96.5155_96.AY835753
 B.US.04.ES4_24.EF363124
 B.US.86.5127_86.AY835774
 B.ES.89.K2p11.GQ386791
 B.ES.89.I5p1.GQ386786
 B.US.84.SF33.AY352275
 B.US.88.WR27.AF286365
 B.US.87.5113_87.AY835758
 A1C.IN.01.1579A.DQ083238
 B.ES.89.G1_5p11.GQ386781
 B.US.00.ES1_20.EF363123
 B.ES.89.D2p1.GQ386777
 B.US.84.5019_84.AY835779
 B.KR.05.05CSR3.DQ837381
 B.ES.89.D2p11.GQ386778
 B.US.86.5096_86.AY835749
 B.US.84.MNCG.M17449
 B.JP.x.JRC65B.AB565501
 02D.GH.03.p03GH194AG09.AB480044
 B.US.91.DH12_3.AF069140
 B.JP.x.DR1712.AB604947
 BF1.IT.02.58736.GU595160
 B.KR.04.04LSK7.DQ295192
 B.AU.95.C42.AF538305
 A1CDGKU.ZA.99.CM4.AF411964
 B.JP.05.DR7060.AB287366
 B.AU.95.C24.AF538304
 B.JP.x.DR5929.AB604950
 B.JP.x.pJPDR0796B02.AB565478
 BCU.FR.06.06FR_CRN.EU448296
 B.US.97.ARES2.AB078005
 B.CN.99.plwj5_6.GU647197
 B.JP.05.DR6538.AB287363
 B.JP.x.pJPDR0796B04.AB565479
 B.AU.87.MBC925.AF042101
 B.KR.04.04KMH5.DQ295193
 B.NL.86.3202A21.U34604
 B.US.93.WCD32P0793.DQ487188
 B.JP.x.DR2735.AB604949
 C.DJ.x.DJ259.AB485643
 BC.BR.01.01_BR_RGS69.GQ365652
 BF1.IT.06.89072.GU595153
 B.US.09.N_2.GU733717
 J.CM.04.04CMU11421.GU237072
 B.ES.89.U61.DQ854716
 B.JP.x.JRC65B.AB565502
 B.JP.99.DR1348.AB287370
 B.GB.83.CAM1.D10112
 BF1.IT.02.57954.GU595150
 B.JP.04.DR6174.AB480692
 B.US.84.NY5CG.M38431
 B.US.09.N_1.GU733716
 B.JP.x.DR2735.AB564746
 D.KR.04.04KBH8.DQ054367
 C.ZA.99.99ZALT45.EU293449
 C.ZA.99.99ZALT21.EU293446
 BF1.JP.04.DR6082.AB480298
 B.JP.01.DR388.AB289590
 B.US.90.WEAU160.U21135
 C.IN.93.93IN101.AB023804
 AGKU.CD.x.BCF_Kita.AB485665
 B.JP.98.DR1120.AB480698
 B.JP.x.DR1712.AB604946
 A1.UG.x.UG031.AB098331
 B.AU.95.C76.AF538306
 A1.UA.00.98UA0116.AF413987
 B.CN.99.plwj2_6.GU647198
 B.JP.x.JRC03B.AB565495
 B.CN.99.plwj.GU177863
 45_cpx.FR.04.04FR_AUK.EU448295
 B.JP.04.DR6175.AB480694
 B.US.86.YU_2.M93258
 B.JP.04.DR6089.AB286955
 B.US.83.RF.M17451
 B.JP.x.JRC05B.AB565498
 B.AU.95.C92.AF538307
 08_BC.CN.06.nx2.HM067748
 B.JP.04.DR5913.AB480696
 B.US.09.I_2.GU733715
 27_cpx.FR.04.04CD_FR_KZS.AM851091
 B.US.87.BC.L02317
 B.GA.88.OYI.M26727
 C.ZM.02.02ZM110.AB254142
 BC.BR.92.92BR023.HM100716
 B.US.09.C1P.GU733713
 40_BF.BR.04.04BRSQ46.EU735540
 B.JP.05.DR7065.AB287368
 B.AU.99.1181.AF538302
 U.NL.95.U_NL_95_H10986_D1.EF029066
 B.DE.86.D31.U43096
 B.TW.94.TWCYS.AF086817
 25_cpx.SA.03.J11233.EU697906
 B.US.89.P896.U39362
 B.JP.x.JRC05B.AB565497
 B.CN.02.02HNsc11.DQ007903
 B.JP.05.DR6737.AB287364
 B.JP.x.JRC03B.AB565496
 H.GB.00.00GBAC4001.FJ711703
 BF1.IT.02.59211.GU595151
 BF1.JP.x.DR0769.AB253430
 CPZ.CM.05.SIVcpzMT145.DQ373066
 BF1.BR.01.01BR226.DQ358803
 BF1.IT.05.83166.GU595152
 B.AU.86.MBC200.AF042100
 B.CU.99.Cu19.AY586542
 B.CN.99.plwj11_6.GU647196
 B.US.09.I_1.GU733714
 B.JP.x.DR5929.AB604951
 B.JP.04.04JPDR6075B.AB221125
 CU.JP.04.DR5782.AB286849
 C.ZM.89.ZAM18.AB485645
 B.JP.x.DR1777.AB604948
 A1.IT.02.60000.EU861977
 F1.BR.02.02BR082.FJ771006
 C.ZA.98.TV012.AY162225
 01BC.MM.99.mIDU107.AB097868
 BC.BR.05.05_BR_NSP24.GQ365650
 B.US.04.ES10_53.EF363127
 D.CD.83.NDK.M27323
 F1.BR.07.07BR844.FJ771010
 B.KR.04.04LHS6.AY839827
 B.NL.96.H434_42_A1.AY970948
 A1.RW.92.92RW008.AB253421
 D.CD.83.ELI.K03454
 45_cpx.CD.97.97CD_MBFE185.FN392874
 B.US.04.ES8_43.EF363126
 G.CM.04.314_40.FJ389364
 26_AU.CD.97.97CD_KTB119.FM877777
 C.ZA.99.99ZACM9.AF411967
 C.ZM.02.02ZMBC.AB254149
 A1C.CA.04.04CA7750.EU220698
 45_cpx.GA.97.97GA_TB45.FN392877
 C.ZA.99.99ZALT46.EU293450
 B.JP.00.DR2508.AB289588
 42_BF.LU.03.luBF_05_03.EU170155
 12_BF.AR.97.A32879.AF408629
 B.NL.00.671_00T36.AY423387
 G.CM.04.515_28.FJ389365
 A1.UG.92.92UG037.AB253429
 F1.RO.96.BCI_R07.AB485658
 12_BF.UY.99.URTR23.AF385934
 C.ZM.x.HIV1084i.AY805330
 A1.UG.x.UG275.AB485632
 C.ZA.99.99ZALT4.EU293444
 C.ZA.01.01ZATM45.AY228557
 12_BF.AR.97.A32989.AF408630
 B.GB.x.MANC.U23487
 BF1.BR.99.BREPM108.AY771589
 B.GB.86.GB8_46R.AJ271445
 C.ZA.99.99ZATM10.AY228556
 C.ZA.98.TV001.AY162223
 09_cpx.CI.00.00IC_10092.AJ866553
 B.BR.02.02BR013.DQ358810
 D.SN.90.SE365.AB485648
 C.ZA.99.99ZALT5.EU293445
 40_BF.BR.05.05BRRJ200.EU735539
 CPZ.CM.x.SIVcpzMB897.EF535994
 0209.CI.97.97IC_PCI3.AJ866555
 04_cpx.GR.91.GR11_97PVCH.AF119820
 G.CM.96.96CMABB55.AY772535
 G.CM.04.178_15.FJ389363
 A.CD.97.97CD_KCC2.AM000053
 01_AE.CN.05.Fj052.EF036528
 11_cpx.FR.99.MP1298.AJ291719
 A2C.ZA.98.DU178.AF411965
 25_cpx.SA.03.J11451.EU697908
 C.ZA.99.99ZALT39.EU293447
 G.CN.06.sh52.HM067749
 45_cpx.CD.97.97CD_MBS30.FN392875
 C.ZM.02.02ZMJC.AB254155
 43_02G.SA.03.J11223.EU697904
 26_AU.CD.02.02CD_MBTB047.FM877782
 43_02G.SA.03.J11456.EU697909
 D.UG.92.92UG001.AJ320484
 02_AG.NG.x.IBNG.L39106
 B.CN.05.05CNHB_hp3.DQ990880
 A1.RW.92.92RW025A.AB287376
 43_02G.SA.03.J11243.EU697907
 06_cpx.GH.03.03GH173_06.AB286851
 26C.CD.97.97CD_KFE267.FM877778
 D.CD.85.Z2Z6.M22639
 C.ZM.02.02ZMDB.AB254153
 G.CM.01.A1786.FJ389367
 12_BF.UY.99.URTR35.AF385935
 45_cpx.CM.97.97CM_MP814.FN392876
 26C.CD.97.MBFE250.FM877783
 C.ZA.99.99ZALT42.EU293448
 C.ZM.02.02ZM114.AB254146
 C.ZM.02.02ZM115.AB254148
 12_BF.AR.99.ARMA159.AF385936
 D.UG.91.UG270.AB485650
 02A1.GH.97.AG2.AB052867
 C.ZA.99.ZASW7.AF411966
 D.CD.84.84ZR085.U88822
 BF1.JP.04.DR6190.AB480300
 D.KE.93.MB2059.AF133821
 01_AE.CN.05.Fj057.EF036530
 02_AG.CM.99.pBD6_15.AY271690
 0209.CI.01.01IC_17395.AJ866554
 02D.GH.03.GHNJ193.AB231897
 02_AG.GH.03.GHNJ196.AB231898
 19_cpx.CU.99.CU29.AY588971
 04_cpx.GR.97.GR84_97PVMY.AF119819
 11_cpx.FR.99.MP1307.AJ291720
 02_AG.GH.97.97GHAG1.AB049811
 01_AE.CN.06.Fj062.EF036531
 A1.RW.93.93RW037A.AB287379
 01_AE.CN.06.Fj063.EF036532
 A1DK.CD.85.MAL.X04415
 01_AE.CN.05.FJ051.DQ859178
 C.ZA.98.TV002.AY162224
 43_02G.SA.03.J11232.EU697905
 01_AE.CN.06.FJ054.DQ859180
 0206.NE.97.NE03.AJ508595
 BG.DE.01.9196_01.AY882421
 02A1.GH.03.GHNJ176.AB231894
 01_AE.TH.93.93TH9021.AF164485
 01_AE.CN.05.Fj056.EF036529
 01_AE.CN.06.Fj064.EF036533
 01_AE.TH.90.CM240.U54771
 BC.BR.01.01_BR_RGS45.GQ365651
 C.BW.96.96BW06.AF290028
 02_AG.GH.03.03GH181AG.AB286855
 02B.ES.99.99SP_11339.DQ926899
 N.CM.97.YBF106.AJ271370
 N.CM.95.YBF30.AJ006022
 G.BE.96.DRCBL.AF084936
 CPZ.CM.05.SIVcpzEK505.DQ373065
 C.ZM.02.02ZM108.AB254141
 01_AE.JP.x.DR6824.AB253426
 01_AE.CF.90.90CF11697.AF197340
 01_AE.CN.05.Fj055.EF036527
 C.IN.03.D24.EF469243
 26C.CD.02.02CD_LBTB032.FM877779
 01_AE.JP.x.JRC77AE.AB565504
 G.GH.03.03GH175G.AB287004
 01_AE.CF.90.90CF4071.AF197341
 01_AE.JP.x.DR2594.AB253660
 01_AE.CN.05.Fj065.EF036534
 G.PT.x.PT2695.AY612637
 G.CU.99.Cu85.AY586548
 40_BF.BR.04.04BRRJ115.EU735538
 02GK.CI.01.01IC_PCI123.AJ866557
 02G.GH.03.p03GH179AG_G02.AB480047
 01_AE.CF.90.90CF402.U51188
 A1.UG.92.UG029.AB098333
 01B.TH.x.CU98_26.EF192591
 01_AE.JP.x.DR0492.AB253423
 01_AE.TH.x.NP03.AB485654
 06_cpx.SN.97.97SE1078.AJ288981
 01_AE.TH.93.93TH253.U51189
 02_AG.GH.03.GHNJ185.AB231895
 02_AG.GH.03.GHNJ188.AB231896
 01_AE.TH.95.95TNIH022.AB032740
 G.CU.99.Cu74.AY586547
 01_AE.TH.95.95TNIH047.AB032741
 01_AE.CN.05.FJ053.DQ859179
 0209.CI.01.01IC_PCI118.AJ866556
 06_cpx.ML.95.95ML84.AJ245481
 06_cpx.AU.96.BFP90.AF064699
 26_AU.CD.02.02CD_LBTB084.FM877781
 32_06A1.EE.01.EE0369.AY535660
 01B.MY.07.07MYKLD48.EU031914
 0206.NE.00.NE36.AJ508597
 02_AG.GH.x.I_2496.AB485633
 01_AE.TH.04.BKM.DQ314732
 01A1.MM.99.mCSW105.AB097872
 06_cpx.EE.01.EE0359.AY535659
 0206.GH.03.03GH195AG_06.AB286853
 02_AG.LR.x.POC44951.AB485636
 02_AG.GH.03.03GH182AG.AB286857
 06_cpx.ML.95.95ML127.AJ288982
 02_AG.GH.03.03GH197AG.AB286863
 01_AE.CN.05.Fj066.EF036535
 0206.NE.00.NE95.AJ508596
 A.CD.02.02CD_KTB035.AM000055
 CPZ.US.85.US_Marilyn.AF103818
 02_AG.GH.03.03GH189AG.AB286862
 BF1.IT.05.79867.GU595158
 06_cpx.CD.x.BCF_Dioum.AB485660
 0209.CI.01.01IC_PCI127.AJ866558
 G.CU.99.Cu87.AY586549
 01B.MY.06.06MMYKLD46.EF495062
 CPZ.GA.88.GAB1.X52154
 CPZ.CM.01.SIVcpzCAM13.AY169968
 P.FR.09.RBF168.GU111555
 CPZ.CM.x.SIVcpzDP943.EF535993
 O.SN.99.99SE_MP1299.AJ302646
 CPZ.TZ.00.TAN1.AF447763
 O.FR.92.VAU.AF407418
 O.BE.87.ANT70.L20587
 11_cpx.CM.97.MP818.AJ291718
 O.CM.94.BCF06.AB485666
 CPZ.CM.05.SIVcpzMB66.DQ373063
 CPZ.CM.05.SIVcpzLB7.DQ373064
 O.CM.91.MVP5180.L20571
 O.CM.x.pCMO2_3.AY618998
 O.SN.99.99SE_MP1300.AJ302647
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  LoxLTR(HXB2.193-226)
 A1.IT.02.60000.EU86
 A1.RW.93.93RW037A
 A1.RW.92.92RW025A
 A1.UA.00.98UA0116.
 A1.UG.92.92UG03 7.A
 A1.UG.x.UG275.AB4
 A.CD.97.97CD_KC C2
 A1.UG.92.UG029.A B
 A1.RW.92.92RW008.
 0206.NE.00.NE95. AJ
 02GK.CI.01.01IC_PC
 06_cpx.CD.x.BCF_ Di
 A1.UG.x.UG031.AB0
 01A1.MM.99.mCSW1
 CU.JP.04.DR5782 .AB
 BF1.IT.02.58736.G U5
 02_AG.GH.03.GHN J1
 26_AU.CD.97.97C D_
 A1DHK.NO.97.97N O
 0206.NE.97.NE03. AJ
 0209.CI.01.01IC_P CI
 B.JP.00.DR2508.A B2
 06_cpx.AU.96.BFP 90
 G.BE.96.DRCBL.A F0
 06_cpx.ML.95.95M L1
 02A1.GH.97.AG2.A B
 B.JP.x.JRC65B.AB 56
 0209.CI.01.01IC_1 73
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Figure S4.  ZFN-LTR induced excision of integrated proviral HIV-1 genome in 

HIV-based lentiviral infected 293T cells.  

 

HIV-based-lentivirus-infected 293T cells were not transfected (mock) or transfected 

with ZFN empty vector or ZFN-LTR plasmid. At 3 days post-transfection, genomic 

DNA was isolated and subjected to quantitative real-time PCR using gene-specific 

primers for HIV-1 gag and human β-globin. The relative copy numbers of gag were 

calculated based on the standard curve obtained by serial dilution [10 to 160ng] of 

an infected cell DNA on the same plate. Normalization was carried out by division of 

gag gene amplicons in mock group. Data are representative of three independent 

experiments, and error bars represent standard errors (SD). *P< 0.05, **P< 0.01, 

***P< 0.001; paired t test. 



Figure S5. DNA sequences of PCR products from latently infected C11cells treated 
with ZFN-LTR.  

 

Latently infected C11cells were transfected with ZFN-LTR, 3 days after transfection, 

genomic DNA was extracted. PCR was performed using primers located at the two 

ends of the integrated sites in Ch16p13.3. The PCR products corresponding to the 

9.8 kb genomic DNA deletions were cloned and sequenced. ZFN-LTR-L and ZFN-LTR-R 

indicate ZFN-LTR target sites. 


