
Additional file 5. Genotypic frequency distributions (Yellowstone cutthroat trout homozygotes, YCT/YCT; rainbow 
trout homozygotes, RBT/RBT; and heterozygotes, YCT/RBT) for loci in Family 1, Family 2, and loci scored in both 
families combined. Loci are presented in map order (p to q orientation), except those within stippled boxes which 
represent species markers and variable SNP markers for which mapping parents were heterozygous for the same 
alleles. These loci were assigned to linkage groups but not localized within linkage groups. * indicates Chi-square test 
where P < 0.05 with two degrees of freedom, and** indicates genotypic frequency distributions that differ 
significantly from expected distributions after applying a false discovery rate correction (B-Y FDR) for multiple tests. 
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