
Additional File 3.  Cell-cycle analysis of histone H3 mutants after rapamycin treatment. 

 

 

 

 

 

 

 

Pre-Rap % G1 % S % G2 

H3WT 29.8 38.2 32 

H3T3A 26.2 44 29.8 

H3Q5A 28 34.2 37.8 

H3K14A 27.9 29.6 42.5 

H3K37A 31.2 33.1 35.7 

H3S57A 29.6 40.8 29.6 

    

1.5h Rap % G1 % S % G2 

H3WT 62.7 12.6 24.7 

H3T3A 58.7 9.3 32 

H3Q5A 49.8 20.1 30.1  

H3K14A 59.6 11.2 29.2 

H3K37A 72.2 3 24.8 

H3S57A 51 23 26 

    

4h Rap % G1 % S % G2 

H3WT 52.2 22.6 25.2 

H3T3A 50.8 23.8 25.4 

H3Q5A 49 23 28 

H3K14A 52.5 28.7 18.8 

H3K37A 67.4 8.1 24.5 

H3S57A 54.7 19.9 25.5 


