Additional File 8. Yeast strains and plasmids.

Yeast Strain

Genotype

Reference/Source

BY4741

MATa his3A1 leu2A met15A ura3A0

Open Biosystems

tco894

BY4741:; tco89::KanMX

Open Biosystems

YNL340

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hht1-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34 H3WT HMO1-6XHA::HphNT1

This study

YNL352 (H3K14A)

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hht1-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34

This study

YNL357 (H3Q5A)

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhf1::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34

This study

YNL372 (H3WT)

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34

This study

YNL374 (H3S57A)

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34

This study

YNL401 (H3T3A)

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhf1::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34

This study

YNL403 (H3K37A)

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34

This study

YNL420

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhf1::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34 H3WT NHP10-6XHA::HphNT1

This study

YNL423

MATa his3A200 leu2A0 lys2A0 trp1A63
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhf1::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34 H3K37A NHP10-6XHA::HphNT1

This study




YNL439 MATa his3A200 leu2A0 lys2A0 trp1A63 This study
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura34 H3K37A HMO1-6XHA::HphNT1
YNL442 MATa his3A200 leu2A0 lys2A0 trp1A63 This study
ura3A0met15A0 can1::MFA1pr-HIS3 hhtl-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura3A p-
YNL445 MATa his3A200 leu2A0 lys2A0 trp1A63 This study
ura3A0met15A0 can1::MFA1pr-HIS3 hht1-
hhfl::NatMX4 hht2-hhf2::[HHTS-HHFS]*-
ura3Aa p—
Plasmid Description Reference/Source
pRS415 LEU2 CEN/ARS (1)
pRS416 CEN/ARS URA3 (1)
pRS425 LEU2 2u (1)
pPL155 HA3-TOR1 A1957V (2)
pPHY1299 pRS425; PDE2 (3)
pHMO1 GAL1-HMO1-6XHis/3XHA/Protein A URA3 Open Biosystems
pPNHPG6A GAL1-NHP6A-6XHis/3XHA/Protein A URA3 Open Biosystems
pNHP10 GAL1-NHP10-6XHis/3XHA/Protein A URA3 Open Biosystems
pABF2 GAL1-ABF2-6XHis/3XHA/Protein A URA3 Open Biosystems

pIXR1

GAL1-IXR1-6XHis/3XHA/Protein A URA3

Open Biosystems
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