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AY265455 (It-561)
AF479638 (P1OLV)
HQ910460(6-11s)
HQ910461 (6-13s)
HQ910462 (6-14s)
HQ910463 (6-15s)
HQ910464 (6-16s)
HQ910465(6-17s)
JQ610907 (35-1s)
JQ610924 (35-4s)
JQ610908 (35-7s)
JQ610925(35-12s)
JQ610917 (35-44s)
JQ610918 (35-46s)
JQ610919 (35-49s)
JQ610920(35-57s)
JQ610921 (35-59s)
JQ610922 (35-60s)
JQ610923 (35-63s)
JQ610905 (35-65s)
JQ610906 (35-73s)
JQ610926 (35-94s)
JQ610927 (35-97s)
JQ610928 (36-2s)
JQ610909 (36-1s)
JQ610910(36-22s)
JQ610911 (36-27s)
JQ610912(36-30s)
JQ610913 (36-48s)
JQ610914 (36-61s)
JQ610915(35-67s)
JQ610916 (36-70s)
JQ610929 (36-5s)
JQ610930(36-9s)
JQ610931 (36-10s)
JQ610932(36-14s)
JQ610933(36-36s)
JQ610934 (36-39s)
JQ610935(36-43s)
JQ610936 (36-50s)
JQ610937 (36-51s)
JQ610938 (36-52s)
JQ610939 (36-56s)
JQ610940(36-57s)
JQ610941 (36-68s)
HQ910466 (2-8q)
HQ910467 (2-15g)
HQ910468 (2-269g)
HQ910469 (2-339g)
HQ910470 (2-55g)
HQ910471 (2-97g)
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TCAAAGGAG AAAAA(Q
TCAAGAGAGGGGAAAAAQ
TCAAAGGAG AAAAA(Q
TCAAGGGAG AAAAA(Q
ACGAAGGAG AAAAA(Q
TCAAAAGGGGGGAAACAQ
CCAAAAGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAATAGGG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAATAGGG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
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TCAAAGGAG AAAAA(Q
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TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAGGGAG AAAAA(G
TCCAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(G
TCAAAGGAG AAAAA(G
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAGGGAG AAAAA(Q
TCAAGGGAG AAACAQ
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
TCAAAGGAG AAAAA(Q
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AAAATAAAGGTGGGGC(
AGTAATTAAAGCAACTTGTAAAATAAGGGTAGGGC(
GGCAATTAAGGCCACATGTAAAATAAGGGTAGGAG(
AGTAATTAGAGCAACCTGCAAAATAAAGGTAGGGG(
AGTAATCAAGGCTACATGCAAGATTAAGGTGGGGC(
AGTTATAAAAGCAACCTGTAAAATAAAAGTTGGGC(
GGCAATTAAAGCCGCATGTAAGATAAAGGTGGGGC(
TGTCATAAAAATGACATGCAAGATTAAAGTAGGGC(
GGTAATTAAAGCAACTTGTAAAATAAAAGTTGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGC(
GGTGATAAAAGCAACTTGTAAAATAAGAGTAGGGG(
TGTAATTAAGGCAACATGTAGGATAAGGGTGGGGG(
GGTGATAAAAGCAACTTGTAAAATAAAAGTAGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGC(
TGTAATTAAGGCAACATGTAAAATAAGAATAGGGC(
TGTAATTAAGGCAACATGTAAAATAAGAATAGGGC(
TGTAATTAAGGCAACATGTAAAATAAAAGTAGGGCT]
TGTAATTAAGGCAACATGTAAAATAAGAATAGGGC(
TGTAATTAAAGCAACATGTAAAATAAGAGTAGGGC(
GGCAATTAAGGCAACATGTAAAATAAGAATAGGGC(
GGTAATTAAAGCAACATGTAAAATAAGAGTAGGGG(
TGTAATTAAGGCAACATGTAAAATAAGAATAGGGC(
TGTAATTAAGGCAACATGTAAAATAAGAATAGGGC(
GGTAATTAAAGCAACATGTAAAATAAGAGTAGGGC(
GGTAATTAAAGCAACATGTAAAATAAGAGTAGGGC(
GGTAATTAAAGCAACATGTAAAATAAGAATAGGGG(
GGTAATTAAAGCAACATGTAAAATAAGAGTAGGGC(
GGTAATTAAGGCAACATGTAAGATAAAGGTGGGGC(
TGTAATTAAGGCAACATGTAAAATAAGAATAGGGC(
GGTAATTAAGGCAACATGTAAAATAAGAGTAGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
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ICGGGAAGGAGACCTTGACAG

GGd

L L
AACTGTCTATGGGCCTTAAN

ICGGGAAGGAGACCTTGACAG

GGd

AATTGTCTATGGGCATTAAN

TGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTAANH

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTAANH

GGG

ICGGGAAGGAGACCTTGACAG
JAGGGAAGGTGACCTTGACAG.

GGd

AATTGTCTATGGGCATTAAN
AATTGTCTGTGGGCCTTAAN

ICGGGAAGGAGACCTTGACGG

GGG

AATTGTCTATGGTGCGTAAH

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTGTGGGCATTAAH

ICGGGAAGGAGACCTTGACAG

GGd

AACTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG

GGd

AATTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTAANH

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG

GGG

AATTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG.

GGG

AATTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCGTTGAXN

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

GGd

ICGGGAAGGAGACCTTGACAG.
ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH
AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

GGd

ICGGGAAGGAGACCTTGACAG.
ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH
AATTGTCTATGGGCATTAANH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

TGTAATTAAGGCAACATGTAAAATAAGAGTAGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTAANH

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

AGTAATTAAGGCAACTTGTAAAATAAGAGTAGGGC(
GGTGATAAAAGCCACTTGTAAAATAAGAGTAGGGC(
GGTGATAAAAGCCACTTGTAAAATAAGAGTAGGGC(
TGTAATTAAGGCAACATGTAAAATAAGAGTAGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTAANH

ICGGGAAGGAGACCTTGACAG.

GGG

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

GGTAATTAAGGCAACATGTAAAATAAGAGTAGGGC(
ATAATTAAGGCAACATGTAAAATAAGAGTAGGGC(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTAANH

GGd

ICGGGAAGGAGACCTTGACAG.
ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAH
AACTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG

GGG

AACTGTCTATGGGCATTGAN

TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACATGTAGGATAAAGGTGGGGG(
TGTAATTAAGGCAACTTGTAAAATAAGAGTAGGGC(
AGTAATAAAAGCAACATGTAAGATAAGAATTGGGG(
AGTAATAAAAGCAACATGTAAGATAAGAATTGGGG(
AGTAATAAGAGCAGCATGTAAGATAAGAATTGGGGT]
AGTAATAAAAGCAACATGTAAGATAAGAATTGGGG(
AGTAATAAAAGCAACATGCAAGATAAAAATTGGGG(
AGTAATAAAAGCAACATGTAAGATAAGAATTGGGG(

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG.

GGd

AACTGTCTATGGGCATTGAH

ICGGGAAGGAGACCTTGACAG

GGd

AACTGTCTATGGGCATTAAN

ICGGGAAGGAGACCTTGACAG

GG.

AACTGTCTATGGGCACTAAN

ICGGGAAGGAGACCTTGACAG.

GG.

AACTGTCTATGGGCACTAANH

ICGGGAAGGAGACCTTGACAG.

GG.

AACTGTCTATGGGCACTAANH

ICGGGAAGGAGACCTTGACAG

GG.

AACTGTCTATGGGCACTAAN

ICGGGAAGGAGACCTTGACAG

GG.

AACTGTCTGTGGGCACTAAN

ICGGGAAGGAGACCTTGACAG.

GG.

AACTGTCTATGGGCACTAANH

T
IAACCCTAGACT
IAACTATAGACT
GACCATAGGCT
IAACTGTAGACT
GACTGTAGACT
IAACTGTAGACT
IAACCGCAGACT
(AACCACGGACT
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(AACTATAGATT
IAACTATAGACT
IAACTGTAGACT
IAACCATAGACT
(AACTATAGATT
IAACTATAGATT
IAACTATAGACT
IAACTATAGACT
IAACTGTAGACT
(AACTATAGACT
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AY265456 (It-Pil)
FJ195346 (0v496)
DQ190014
DQ190019
DQ190028
DQ190016
DQ190020
DQ190033
DQ190044
AY900630 (CAEVstraingansu)
M33677 (CAEVCoO)
JQ610955 (37-18g)
JQ610942 (37-20g)
JQ610943 (37-25g)
JQ610944 (37-31g)
JQ610945 (37-43g)
JQ610946 (37-53g)
JQ610947 (37-59g)
JQ610948 (37-61g)
JQ610949 (37-63g)
JQ610950 (37-65g)
JQ610951 (37-66g)
JQ610952 (37-70g)
JQ610953 (37-78g)
JQ610954 (37-85g)
HQ910472 (1-24gq)
HQ910473 (1-32g)
HQ910474 (1-38q)
HQ910475 (1-43q)
HQ910476 (1-65q)
HQ910477 (1-66q)
HQ910478 (1-77g)
HQ910479 (1-86g)
HQ910480 (1-87g)
HQ910481 (1-90g)
HQ910482 (1-964q)
HQ910483(1-99g)
HQ910484 (1-106g)
HQ910485(1-108g)
HQ910486 (1-110g)
HQ910487 (1-112g)
HQ910488 (1-113g)
HQ910489(1-114qg)
HQ910490 (2-3g)
HQ910491 (2-90g)
HQ910492 (3-8g)
HQ910493(3-10g)
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GGGGAAAGAGATTATCCTGAG
GGGAAAAGAGATTATCCTGAG
GGAAAAAGGGATTATCCTGAG
GGAAAAAGGGATTATCCTGAG
GGGAAAAGGGAATATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGAAAAAGGGATTATCCTGAG
GGGAAAAGAGTTTATCCTGAG
GGGAAAAGAGATTATCCTGAG]
GGGAAAAGAGATTATCCTGAG
GGGAAAAGAGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
GGGAAAAGGGATTATCCTGAG
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CTCGAAAAGTGTATCAGGCAGGCATGCAAGATAAAAGTTCGAGT
CTCGAAAAATGTATTAAGCAGGCATGCAAAATAAAAGTTCGAGT
CTCGAAAAATGTCTCAAGCAGGCATGCAAGATAAAAGTTCGAGT
CTCGAAAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGACAAATGCATCAAGCATGCGTGCAGGATAAGAGTTCGGCT

CTCGAAAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(

CTCGAAAAATGTATCAGGCAGGCATGCAAGATAAAAGTTCGAGT
CTCGAAAAATGTATCAAGCAGGCATGCAAGATAAAAGTTCGGCT
CTCGAAAAATGTATCAAGCATGCATGCAAGATAAAAGTTCGACT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGTAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGTAAAATGAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCAGGGAGAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAAAAGGCGTGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAGAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGTAGAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAAGGTTCGGCT
CTCGAAAAATGTCTCAAAAAAGCATGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCAAGCAGAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATGAAGGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAAAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGCGAAATGTATCAAGCTAGCATGCAAGATGAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAGAAATGTATCAAGCTAGCATGCAAGATAAAAGTTCGAG(
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT
CTCGAAAAATGTCTCAAGAAGGCATGCAAAATAAGGGTTCGGCT

CTCGAAAAATGTATCAAGCTAGCATGCAAGATAAGAGTTCGAGH!

CTCGAAAAATGTATCAAGCTAGCATGCAAGATAAGAGTTCGAGH!
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CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGAA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGAA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGAACTTGACAGA
CAGAGGGGAGCACTTGACAGA
CAGAGGGGAGCACTTGACAGAAJ
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GAAATTGTTTGTGGTGCCTCAAAAC]
GAAATTGTTTGTGGTGCCTCAAGAC]
GAAATTGCTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTCAAAAC
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGCTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC
GAAATTGCTTGTGGTGCCTTAAAAC
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTATGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC]
GAAATTGTTTGTGGTGCCTTAAAAC

R
CTTAGATTGTA
ACTAGATTATA
ATTAGATTACA
ATTAGATTATA
ATTAGATTACA
ATTAGATTATA
ATTAGATTATA
ATTAGATTATA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
RTTAGACTACA
ATTAGACTACA
ATTAGACTACA
ATTAGACTACA
RTTAGACTACA
RTTAGACTACA
RTTAGACTACA
ATTAGACTACA
ATTAGACTACA
ATTAGACTACA
RTTAGACTACA
ATTAGATTACA
RTTAGACTACA
ATTAGACTACA
ATTAGATTACA
ATTAGATTACA
ARTTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTATA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
GTTAGATTACA
ARTTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGATTACA
ATTAGACTACA
RTTAGACTACA

5'GGGAAAAGGGATTATCCTGAG 3'

v

CAEVMA R (reverse complement)
5'GTTTTAAGGCACCAYAAACAATTTC 3'

CAEVMA (reverse complement)
5'FAM-TCTGTCAAGTKCTCCCCTCTG-3 ' TAMRA



10 20 30

A I I I [P IR
AF322109 (CAEV1GA) genotypeC TCCGGAAGGGGAAAGGAGITACCCCGAGC A
primer MVVMA F1 GGA[TACCCCGAGC ‘

EU293538 (Roccaverano) genotypeE TCAGATGGGAGAAAGGGATACCCCG%EFTCAAAGAATT
TCAAAG

primer MVVMA F1 GGATACCCCG

50
el
CCC

10
AF322109 (CAEV1GA) genotypeC TTTTTATACACC2
probe MVVMA
primer MVVMA R3 TTY GC(

AGACAATTGCCTTCTGTCAAGGTCTCCTTCCCGACTCC
TCTGTCAAGGTCTCCTTCCCG

EU293538 (Roccaverano) genotypeE TTTTTATACA
probe MVVMA

primer MVVMA R3 TTYARKGC AGACARTT
Y = C or T
K=Gor T
R = A or G



