Table S2.

Experimental thermodynamic parameters for CAP proteins.

CAP AH, AH, AG, AG, -TAS; -TAS,
Protein | (kcal mol™) | (kcal mol™) | (kcal mol™) | (kcal mol™) | (kcal mol™) | (kcal mol™)

Wild -2.0 8.2 -6.9 -6.6 -4.9 -14.8
type | +0.1 (32) | +0.2(32) | +£0.0(32) | +0.0(32) | +0.1(32) | +0.2(32)

V132A -2.7 0.7 -7.0 -6.1 -3.9 -7.0
+0.3 (20) | +£0.2(20) | 0.1 (20) | +0.1(20) | +0.5(20) | +0.3 (20)

V132L -1.9 6.1 -7.3 -7.7 -5.5 -13.7
+0.1(17) | £0.1(17) | 40.0(17) | £0.0(17) | 0.1 (17) | 0.1 (17)

H160L -2.9 9.8 -6.8 -6.6 -3.9 -16.4
+£0.1 (31) | £0.1(31) | £0.0(31) | £0.0(31) | 0.1 (31) | 0.1 (31)

V140A -4.6 12.3 -6.8 -7.2 -2.3 -19.9
+0.3(29) | +0.4(29) | +0.0(29) | £0.0(29) | 0.4 (29) | +0.4 (29)

V140L -2.2 7.2 -7.2 -6.9 -5.0 -14.1
+0.1(27) | £0.1(27) | 0.1 (27) | 0.1 (27) | £0.1(27) | 0.1 (27)

Mean values = S.E.M. are given for wild type and mutant CAP for the first and second

cAMP binding events. 7 is provided in parentheses.




