
MS/MS Fragmentation of AVTKYTSSK 
Found in IPI00111957, Histone H2B type 1-A (Mus musculus) 
Match to Query 15067: 1097.572048 from (549.793300, 2+) intensity (1858.7252) 
 

 

 

 

 

 

 

 



MS/MS Fragmentation of KSVTEGSSK 
Found in IPI00119808, ATP-dependent Clp protease ATP-binding subunit clpX-like mitochondrial (Mus 
musculus) 
Match to Query 16051: 1115.491648 from (558.753100, 2+) intensity (3090.5637) 
 

 

 

 

 

 

 

 



MS/MS Fragmentation of MDNPSSDPLPSTLSGEEEKPLALLPPVPR 
Found in IPI00121173, Zinc finger protein 524 (Mus musculus) 
Match to Query 73205: 3200.583372 from (1067.868400, 3+) intensity (1185.8872) 

 

 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of SLIGKK 
Found in IPI00124049, Four and a half LIM domains protein 5 (Mus musculus) 
Match to Query 1571: 758.466868 from (380.240710, 2+) intensity (2867.9771) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
MS/MS Fragmentation of KTLVAFPQK 
Found in IPI00128285, Putative uncharacterized protein (Mus musculus) 
Match to Query 18041: 1145.648928 from (573.831740, 2+) intensity (2066.5100) 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of GSGTGRPKAAASEGVQVK 
Found in IPI00131063, Isoform A of Methyl-CpG-binding protein 2 (Mus musculus) 
Match to Query 55994: 1893.901092 from (632.307640, 3+) intensity (4713.4600) 
 

 

 
 
 
 
 



MS/MS Fragmentation of KICALDDNVCMAFAGLTADAR 
Found in IPI00131406, Proteasome subunit alpha type-7 (Mus musculus) 
Match to Query 66300: 2311.079772 from (771.367200, 3+) intensity (1362.4364) 
 

 

 
 
 
 



MS/MS Fragmentation of AQLNIGNVLPVGTMPEGTIVCCLEEKPGDR 
Found in IPI00137787, 60S ribosomal protein L8 (Mus musculus) 
Match to Query 73359: 3266.611572 from (1089.877800, 3+) intensity (1493.0007) 
 

 

 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of KNQGDFSLSVR 
Found in IPI00225419, Isoform 2 of Tyrosine-protein phosphatase non-receptor type 6 (Mus musculus) 
Match to Query 35135: 1443.640128 from (722.827340, 2+) intensity (988.7264) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of QAADAEMEKHK 
Found in IPI00229509, Isoform PLEC-1I of Plectin-1 (Mus musculus) 
Match to Query 31225: 1370.629008 from (686.321780, 2+) intensity (3835.4539) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of MELFLFFTTILQKFSLK 
Found in IPI00229835, Cytochrome P450 CYP2C44 (Mus musculus) 
Match to Query 66174: 2299.153092 from (767.391640, 3+) intensity (4926.0771) 
 

 

 
 
 
 
 
 
 
 



MS/MS Fragmentation of QINLQKQPK 
Found in IPI00229884, Serine/threonine-protein kinase PAK 2 (Mus musculus) 
Match to Query 22095: 1210.673988 from (606.344270, 2+) intensity (2281.3484) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of LSLSLSQKLR 
Found in IPI00331223, Isoform 1 of Striated muscle-specific serine/threonine-protein kinase (Mus musculus) 
Match to Query 24976: 1258.713108 from (630.363830, 2+) intensity (1462.8279) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of KPDSEASALKK 
Found in IPI00345676, Isoform 1 of Chromodomain-helicase-DNA-binding protein 7 (Mus musculus) 
Match to Query 26568: 1286.695288 from (644.354920, 2+) intensity (1686.8608) 
 
 

 
 

 

 

 

 

 

 

 

 



MS/MS Fragmentation of KQLDSLLGAK 
Found in IPI00346834, Putative uncharacterized protein (Mus musculus) 
Match to Query 25363: 1265.627548 from (633.821050, 2+) intensity (1787.2828) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of LCPDVLLKNTSTVDK 
Found in IPI00354163, Isoform 1 of Uncharacterized protein C12orf35 homolog (Mus musculus) 
Match to Query 53045: 1815.932888 from (908.973720, 2+) intensity (505.8741) 
 
 
 

 

 
 
 
 
 
 



MS/MS Fragmentation of QMKNLLTLK 
Found in IPI00380440, Novel protein (Mus musculus) 
Match to Query 21668: 1202.666688 from (602.340620, 2+) intensity (2720.2737) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of DIDILNSAGKMDK 
Found in IPI00396739, SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A 
member 5 (Mus musculus) 
Match to Query 40212: 1533.745122 from (512.255650, 3+) intensity (2175.5291) 
 
 

 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of ISIAWCKR 
Found in IPI00454114, DNA topoisomerase 1  mitochondrial (Mus musculus) 
Match to Query 14592: 1089.577588 from (545.796070, 2+) intensity (1719.6333) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of LSLEGDHSTPPSAYGSVKPYTNFDAER 
Found in IPI00468203, Annexin A2 (Mus musculus) 
Match to Query 72730: 3052.408572 from (1018.476800, 3+) intensity (4254.1299) 
 

 

 

 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of LIFAGKQLEDGR 
Found in IPI00470152, ribosomal protein S27a (Mus musculus) 
Match to Query 36141: 1459.779548 from (730.897050, 2+) intensity (1477.7528) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of KIEDNTLVFIVDVK 
Found in IPI00623004, similar to ribosomal protein L23a (Mus musculus) 
Match to Query 50142: 1745.956542 from (582.992790, 3+) intensity (3518.8088) 
 
 

 

 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of EKLEVQCQAEK 
Found in IPI00623749, A kinase (PRKA) anchor protein (yotiao) 9 (Mus musculus) 
Match to Query 33829: 1418.680448 from (710.347500, 2+) intensity (1236.1418) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of KPEATTVPVPK 
Found in IPI00756257, Isoform 1 of Titin (Mus musculus) 
Match to Query 26172: 1279.710762 from (427.577530, 3+) intensity (3471.4924) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of KTASVLGIQDK 
Found in IPI00875801, Alpha-protein kinase 3 (Mus musculus) 
Match to Query 25815: 1272.707128 from (637.360840, 2+) intensity (2097.3022) 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



MS/MS Fragmentation of RPKSSQNIPVQQAR 
Found in IPI00876033, Putative uncharacterized protein (Mus musculus) 
Match to Query 49192: 1722.926022 from (575.315950, 3+) intensity (6088.6660) 
 
 

 

 
 


