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Figure S12. Alignment of the 12 different RKS1 protein sequences from A. thaliana and 
putative RKS1 orthologous from Arabidopsis lyrata and Brassica rapa subsp. 
pekinensis.   The major domains in the kinase catalytic core of kinase proteins described in 
Figure S6 are underlined in red. Numbering corresponds to the amino acid sequence. Every 
tenth residue in RKS1 is marked by *. A. lyrata NCBI Reference Sequence: 
XM_002878122.1. Brassica rapa subsp. pekinensis Sequence ID: gb|AC232509.1| 

 

http://www.ncbi.nlm.nih.gov/nucleotide/199580111?report=genbank&log$=nuclalign&blast_rank=1&RID=G27AW8ZK01R

