Supplemental Figure 1. Fifty seven tagging and previously reported SNPs were selected to cover the reported five genomic
regions, including TMCO1 (panel A), CAV1/CAV2 (panel B), chromosome 8q22 intergenic region (panel C), CDKN2B-AS1 (panel D),
and SIX1/SIX6 (panel E), in the African population (YRI). These tagging SNPs were selected using HaploView software with r>>0.6
and MAF > 0.05. TagMan allelic discrimination assays were employed for genotyping these 57 SNPs by use of Assays-On-Demand
products with the ViiA7 Realtime PCR system with 384-well block according to the standard protocols from the manufacturer (Applied
Biosystems, Foster City, CA, USA).
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Supplemental Table 1.The genetic association of all 57 genotyped SNPs with POAG in the ICAARE-Glaucoma samples of African Americans

and Ghanaians (West Africans).

Genomic
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(n=1150 case/999 control)
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(n=870 case/ 999 control)
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(n=280 case/999 control)
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(n=483 case/593 control)
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SNP: single nucleotide polymorphism; POAG: primary open-angle glaucoma; ICAARE-Glaucoma: International Consortium of African Ancestry
REsearch in Glaucoma; HPG: high pressure glaucoma; NPG: normal pressure glaucoma; AA: African American; FU: Allele frequency in controls;
FA: allele frequency in POAG cases; P: p value from the logistic regression using additive model with the justification of age and gender; OR: odds

ratio with 95% confidence interval in the parenthesis.



