relative

-150 [ 150 1
" & B : : Genes underlying the
WREE uw Genes / Gene sets activated in the absence of ROS ich .
SE EE,,2== enrichment S|gnature
€o 8 8 £ é CE> CEJ Gene Set Name [# Genes (K)] Description s k/K p value |
of”l"l"’né K00 Overlap (k)
Pl il | REACTOME_NF_KB_IS_ACTIVATED_AND_SIGNAL Genes involved in NF-kB is activated 2 I ggaet
r_‘; ‘_"'U % % 8 8 8 8 NALS_SURVIVAL [10] and signals survival IRAK1
229 g §<) g g REACTOME_P75NTR_RECRUITS_SIGNALLING_CO Genes involved in p7SNTR recruits 2 N sgaet SQSTM 1
_— _COMPLEXES [10] signalling complexes RASG R Fl
PHLDA2
Eceersor REACTOME_P75NTR_SIGNALS_VIA_NFKB [13]  Genes involved in p7SNTR signals via 2 I 1526
8 NF-kB NR4A1l
s REACTOME_SIGNALLING_BY_NGF [215] Genes involved in Signalling by NGF 5 B a61e? CDKN1A
MT1
&0 BIOCARTA_NFKB_PATHWAY [23] NF-kB Signaling Pathway 2 P 47967 IL1R1
VEGFA
NRIAL REACTOME_P75_NTR_RECEPTOR_MEDIATED_SIG Genes involved in p75 NTR receptor- 3 B 595673
Bbits SIGNALLING [82] mediated signalling GADD45B
semi KEGG_MAPK_SIGNALING_PATHWAY [267] MAPK signaling pathway 5 B 65967 DDIT3
EGR1
Gas KEGG_APOPTOSIS [88] Apoptosis 3 Bl 7.0 CASP7
o BIOCARTA_ILIR_PATHWAY [33] Signal transduction through ILIR 2 e o
GADD458B
S REACTOME_PI3K_AKT_SIGNALLING [37] Genes involved in PI3K/AKT 2 B 1162
A signalling
SMARCD3
GPR1378B
MTMR11
SYMPK
PPP2CB
F3
?RA;.PJSTL
UNCS0
EG623661
mxklﬂ
PLS3
DNAJC8
s Y
% 53&01006(: 10RIK
= : Genes underlying the
=N C Genes/ Gene sets suppressed in the absence of ROS _ ying
s SCCHae enrichment S|gnature
— 2700059D21RIK
= E‘Eﬁf"" Gene Set Name [# Genes (K)] Description k/K p value |
-= Al
- e KEGG_OTHER_GLYCAN_DEGRADATION [16] Other glycan degradation 3 P 757t HEXA
RDX - T
e REACTOME_UNWINDING_OF_DNA [11] Genes involved in Unwinding of DNA 2 P gg4e3 HEXB
‘sv’{c:{m SA_PROGRAMMED_CELL_DEATH [12] Programmed cell death, or apoptosis, 2 P g5 NEU1
fishons: eliminates damaged or unneeded
et MCM2
E‘T‘JEM KEGG_GLYCOSPHINGOLIPID_BIOSYNTHESIS_GL Glycosphingolipid biosynthesis - 2 B 11162 MCM6
LA _GLOBO_SERIES [14] globo series
EXB
E%?t‘i’é“‘s'“"" KEGG_GLYCOSPHINGOLIPID_BIOSYNTHESIS_GA Glycosphingolipid biosynthesis - 2 B 172 BAX
2psos _GANGLIO_SERIES [15] ganglio series BCL2L11
?AC?A:& KEGG_AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_  Amino sugar and nucleotide sugar 3 Bl 14262
VAT1 i,
at AR_METABOLISM [44] metabolism GNPDA1
et BIOCARTA_MCM_PATHWAY [18] CDK Regulation of DNA Replication 2 BN 51 GUK1
ATPEVICL
RALCOS REACTOME_SYNTHESIS_AND_INTERCONVERSION Genes involved in Synthesis and 2 B 18162
T ION_OF_NUCLEOTIDE_DI_AND_TRIPHOSPHATES [18] interconversion of nucleotide di- and TXNRD1
PLEKE triphosphates | G FB P3
CRY1
GUKL
fa?.?;g KEGG_GLYCOSAMINOGLYCAN_DEGRADATION [21] Glycosaminoglycan degradation 2 I 42
o BIOCARTA_P53HYPOXIA_PATHWAY [23] Hypoxia and p53 in the 2 I o552
ot Cardiovascular system
TGM3
GBE1
ATPEVID
NR1D2
2FP263
GPR68
NEUL
TTPA




