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Figure S2   Danio rerio hps5 sequence. (A) hps5 was cloned from both wild-type and snw embryos and aligned for comparison. Eleven single 
nucleotide polymorphisms (SNPs) were detected in the snw sequence when compared to the predicted Hps5 Zv9 sequence, highlighted by pink 
squares. Ten of these SNPs were eliminated as being the causative snw mutation as they were detected in wild-type AB strain adult zebrafish. 
(B) The amino acid sequence changes and corresponding nucleotide sequence changes are given, along with position numbers for reference. 
  


