SUPPLEMENTARY DATA

FiG. S1: Three habitats were defined according to elevation, water-logging and soil drainage
conditions. Sampled mother trees are indicated by red circles and numbers.

Elevation

Water-logging

. 1: Permanent\Water-logging,
flooding events

D 2 : Seasonalwater-logging

l:‘ 3 : Surface water-flow

Soil drainage
[ 1 1:Hilltops
[ | 2:Slopes
I 3: Bottomland

Alt: Deep soils with alteritic schist
material andvertical drainage

D Vertical drainage

. Lateral superficial drainage

l:‘ Hygromorphic soil




FiG. S2: relative size of different effects on trait variability (seed mass effect is not displayed here and therefore the bars do not sum to 100%).
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FiG. S3: Pearson’s correlation between phenotypic traits at seedling and maternal family level for Eperua falcata. Colours indicate the sign and
strength of significant correlations (blue = negative correlation; red = positive correlation; deeper colours indicate stronger correlation). Empty cells
correspond to non significant correlations (« = 5%). Significance levels: * = 5%; ** = 1% or less. FDR: seedling level: 0.07% (& = 5%) and 0.01% («
= 1%); maternal family level: 0.4% (a = 5%) and 0.06% (« = 1%).
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FIGURE S4: Pearson’s correlation between phenotypic traits at seedling and maternal family level for Eperua grandiflora. Colours indicate the sign and
strength of significant correlations (blue = negative correlation; red = positive correlation; deeper colours indicate stronger correlation). Empty cells
correspond to non significant correlations (« = 5%). Significance levels: * = 5%; ** = 1% or less. FDR: seedling level: 0.2% (« = 5%) and 0.04% (« =
1%); maternal family level: 1.2% (a = 5%) and 0.3% (a = 1%).
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