Table S1

Table S1. Holin superfamilies arranged according to average protein size and number of

TMSs.

TC# Superfamily TMSs Average # of Amino Acids
1.E.42 1 34
1E51 1 41
1E.22 1 49
1.E.30 1 5648
1.E.37 1 6348
1E.17 1 6641
1.E.46 1 69
1.E.52 T 69
1E.27 1 7946
1.E.6 I 1 77491
1E.7 I 1 7743
1E.35 1 8447
1.E.48 1 10642
1E.32 1 10846
1E.12 VI 1 135411
1.E.26 Vi 1 130426
LE8 1 21011
1E.15 2 58
1.E.33 Vi 2 64
1.E.45 2 64



http://ees.elsevier.com/bbamem/download.aspx?id=218127&guid=0890ca8f-8246-42df-b83a-fc8a7befdc1d&scheme=1

1.E.44 2 70+12
1.E1 I 2 7145
1.E.24 2 78+9
1.E.18 2 85+21
1E.28 2 85+3
1.E.25 I 2 8747
1.E.50 2 87+33
1.E.38 2 92
1.E.31 VII 2 93422
1.E.11 I 2 97+38
1.E.9 2 101+26
1.E.36 VII 2/4 112+38
1.E.39 2 116
1.E.47 2 158
1.E.34 1 2 159430
1.E.40 \Y 2 173+149
1.E.23 3 89+3
1.E.21 \% 3 97+10
1.E3 1 3 96+14
1.E.29 \Y% 3 1012
1.E.4 1 3 105+11
1.E.41 1 3

108




1.E.43 3 111424
1.E5 1 3 11249
1.E2 1 3 11047
1.E.13 3

11942
1.E.14 3 129+16
1.E.10 \Y; 3 13846
1.E.16 \Y; 3/4 141412
1.E.20 1l 3 143+43
1.E.19 \Y; 3 149+15
1.E.49 4

1055






