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456 6 N S V. A V V S R T S L A H I 6 K I
1380 CTC AAA TTT ATT GAT TTA GCA GAC AAT CCG TTT GCA TGT ACC TGT CAA CAG CTT TGG TTC
3L K F I D L A D N P F A C T C Q Q L W F
1440 CGT GAC TGG TTA AAA ACA GCC AAA AAT ATT ACA GTT GCC TTT TAT CCG AAG AGA TAT GTC
455R D W L K T A K N I T V A F Y P K R Y V
1500 TGT AGA TCT CCC CCT AAA TGG GAC AAT ACT TTG GTA GCT TTA TTC AAT TAC ACC GAA GAA
47%5¢C R S P P K W D N T L V A L F N Y T E E
1560 GAT TGT CGG GAG AAA AAT CCT TGG ATT TTG ATA GGA AGT GTT CTA GGA TCG GTT GTT TTT
495D C R E K N P W _ I L I G S V L G S V V F
1620 GTG TGC ATG GTT GTC GTC ATC GTC ATA TAC ACA CAT CTT CCG ACC GTC AGA AAT ATC ATC
55y_C M V vV V I V I Y T H L P T V R N I I
1680 TAT TTG ATT CGT TTA CGC AGG AAA GGC TAC GTG AGA CTG GTG AAC TCC GAG GAG TAC ATG
5 Y L I R L R R K G Y V R L V N S E E VY
1740 TTT GAC TGT TAT GTC GTT AGC TGT GAA ACT GAT GAA CAA TGG GTG TTC CAA ACT CTG TCT
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1621 TCA GGC ACC GCC TTA TTG GTG ATT TTT ATC ACG TTT GCA GCT TTA TAC AAG CTT AGA TGG
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1923 ACC CTA GAT CTT AGT GAC AAT TCT ATA TCG TTA GTG AAT TCA ACT TCC TTG GAA GAT CTT 1982
56t L D L S D N S I S L V N S T S L E D L | 59
1983 TCA CAA AAC CAA AAT TTT CAG ATG CTG AAT CTG AGC AAC AAT CCA TTT GCA TGC ACT TGC — 2042
5965 d N @ N F @ M L N L S N N P F A C T C 615
2043 GAC CTC CGA TGG TTC AGA GAT TGG GTA AAC CAA ACT AGA GTG AAT ATT GCA AAT GTA GAA 2102
616 D L R W F R D W V N @ T R V N T A N V E 635
2103 AAT TAT GTG TGT AAT TCT CCC GAT GCA TGG AAG GGG AAA CCT TTG TTA GTA TTT GAT CGG 2162
636 N Y V C N S P D A W K G K P L L V F D R 655
2163 ACA AAA ATA AAC TGT ATT TGG TTT AAC CTG TAT TTT GTA GTC GGG GTT AGT ACA GCC TCT — 2222
656 T K 1 N C I W F N L Y F V V G V S8 T A S 675
2223 GGT ATC CTA GTG CTT GTC GTC TGC GTA ATT ATC TAC AAG AAG CGA TGG TGG ATT CTC TAC — 2282
676 _ 1 LV L VvV VvV ¢ V I 1 Y K K R W W I L Y 695
2283 CGA TGT TAC CAA ATG CAA AAA TTG TGC ATG GGT TCG GAA AGA AGC AAA AAT GGT TAT CAG 2342
66 R C Y Q@ M Q@ K L C M G S E R S K N G Y Q 715
2343 CCA ATT AAC GGA TAT GTA TTT GAT GCT TAT ATA TCC AAT GCA GAT GAG GAC GAT AAA TGG — 2402
mep 1N oo v NS s
2403 GTT ATT GAA CAG CTA CTG CCA GAT ATC GAC TCT GGA GAA TTG ACT GAA GTC CAT GGA GAC 2462
@V 1 E @ L L P DI DS GELTEVYHGD i
2463 TTT AAG TTG TAT TTC AAA GCT CGT GAT GCA ATT CCC GGA AAA CGT GAC TTT TAC AAT ATC 2522
GEF K LY F K AR DAL PG KRDF Y NI
2523 TTA GAA AAC ATT AAA GTA AGT AAA AAA GTC ATC ATC GTT TTG ACA GAA GAA TAC ATC TCC 2582
GELOE N L K V.S K KV I I VL TEEY IS
2583 AGT GAT CTA CAT CAA TTC GAA ATT GAT CTT GCT GTG AGC TTG AAA TAC AAG GGT GAA ATT 2642
Wis D L KW @ F E I DL AV S L KYKGE I
2643 GCT GAC ATT ATT GTC ATC AAT GTT GGT GGT GTT CCG TAT AAA CGC ATC CCA AGT TCA TTA 2702
s16 DI s
2703 GAA TCG AAA ATT TCC AAA GAT GAA TTT TTG CTA TGG GAA AAT AAA GAC AGT GCC ATA AAG 2762
6B S K I S K D EF L L WENGKDS AT K
2763 GTA TTC AAA GAA AGG CTC CAA AAG GAA CTA AGA CGT GAA ACG ATA ACT AAA CAT GTC GTT — 2822
556 [NNMMRNERD O + 1 ot ok onov v s
2823 GTA TAA TATATGATTGAAGGCTGTCATATAATTTTTTTTTCAATTTCAGTTCCATTTGGGGTTTGCCGTGATGTTTA 2899
876 V % 876
2900 GATTTTATTAGGCTAATATATATACAATAAAATGCAATTTCTTTCGAAAAAAAAAAAAAAAAAAAAAAAAAAA 2972
TLR4
1 ACAATAACCACGCTACAGAACCAAGGAAACAGAAAGGACGACAGATT ATG AAG TAT TTA CGG 62
1 MK Y L R 5
63 ACG TTG ACA GTC TTT CTG TTG TTG GCC ATT CAT ACG TGT ACA CCA GAT GAA ATG GCT TCA 122
67 L T Vv F L L L A [ H T ¢ T P D E M A S 25
123 GCG TCA CAC TGC CCG GAC TCC GTC TGT TTC TGT CGG GTT TTG GAC ACC GCA GAC TGC TCT 182
26A S H C P D S V €C F €C R V L D T A D C S 45
183 TAC AGA AAT CTC AGC AAT ATA CCA CGT GGT CTC CCA GCC TCG ATT CGG TCT CTG GIT ATG 242
46Y R N L S N I P R G L P A S T R S L V M 65
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TTG
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CTT

TCC

GAT

GAT

TTC
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CGT

CCT

66 S

303 TTG
86 L
363 CCA

106 P
423 GAT

AAG

TTG
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AGA

TTA

TCA

GCT
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CTA
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GAT

ATG
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TTG
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GAT
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CTT
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TCC
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AGT
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AAC

AAC
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AAA

TGT

ACT
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146 S
543 ACA
166 T
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226 P

783 AAT
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843 AAA
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903 AAG
286 K
963 GCT
306 A
1023 AAT
326 N
1083 AAT
346 N
1143 ACT
366 T
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S

T

S

1323 CIT

GAA

TCT

TTA
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426 L

E

S

1383 AAC
446 N
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TGT
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GTT
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AGT

TGG
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GAG

ACG

TGG

AGT
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D
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GTT

TTT
F

TTG
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GAT
D
GAG
E
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L
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N

TCA

AAT
N

1443 AAA
466 K

AGA
R

ACA
T

TCC

GGC

AAC

GCC

TCT

CTG

TAC

ATA

TGT

AAC
N

ACG
T

ccc

ACA
T

CAA
Q

TGG
W

CAG
Q

1503 GTT
486 V

ccC
p

CTC
L

GTC
V

GAC
D

TTT
F

GAT
D

ACC
T

GCT
A

GAC
D

TGC
C

CAT
H

GAG
E

CTG
L

AAT
N

CAA
Q

TAC
Y

GTG
Y

GTG
V

302
85
362
105
422
125
482
145
542
165
602
185
662
205
722
225
782
245
842
265
902
285
962
305
1022
325
1082
345
1142
365
1202
385
1262
405
1322
425
1382
445
1442
465
1502
485
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505



1563 GCC CTT ATT ATA GCC GGT GAG TTA TGC CTT GTC GCA CTC TCC TTT ATC GTA GTC AGG ATA
506 A L I I A G E L C L V A L § F T V V R
1623 TAC CGA TGG GAT ATA AAG TAT TAC ATA CAT GCA TGC AAG TAC AAC AAA CTC ACT TCT CCG
526 Y R wW D I XK Y Yy I H A C K Y N K L T S P
1683 CCG GAA AAC TTG CGC GAC GAC TTC CTC TAC GAT GGC TTC GTC GCA TAC AAC ACA CGT GGC
546 P E N L R D D F
1743 CGG AAA TGG ATC ATG GCG GAA CTG GTC GAA CAC GTA GAA AGG AAA CAT AAC TAC AAA CTC
566
1803 TGT CTG CAC GAG AGA GAT ATC ATT CCA GGC GGG GTG TAT GTC GAA GAT GTT CTC GAA AGT
586
1863 ATA GAT TTC AGT AGA AAG TTC ATA CTG GTT CTT TCG AAC AAC TTC ATG GAT GAC CAG TGG
606
1923 GGC AGA TAC GAG ACA GCA ATT GCG AGT CAT ACT TTG GCG GAA GGG GGT GGT GGC AAA CTG
626
1983 TTT CTC ATT TTA CTG GAA GAC ATC CGC TCT GAA TAC ATC ACC AGG TCC CTG AAG GTC TTG
646
2043 CTG AAA TCT ATC AGA CAT GCT GAA TGG ACA AAA AAT AAA AAT GGA CAA AAA ATC TTC TGG
666
2103 AAT AAC GTT GTA CAG AAT TTA GAA AAA TCC GAA AAA TAA TTGGGTTTTCTTTTTTCACAATTTAAA
686 E K *

2169 ATTTCTCTGTGGAATAACTAGTTTTGACATCCGCCACATTGTGACGCTAACCAATCGTGTTGTACGATAGAAGGAAATG
2247 TTATGGTAAACAAATAAACCATTAGGGCAAAAAAAAAAAAAAAAAA

—

Myd88

1 TGACCCATGCCCCTGCCTTGGTTGGGGACGAGGCAGTGATGTAAGTGAGTAGGAACACCTTC
63 ATGACGATCCTGTCTTCCACTCACCGTATTTCTTCTATCCGAAACTAGGATTTTACGGGCGTGGGGACCTGGGGCGGGA
142 ATTGACAAGACCGACTCGTGGACGCAACTCACTGATATGTCCCATCGGATACACTGTATTATCGAACATAGGGAGCCAT
221  GGGCAGGTAATGAATTTCATAGTACCCTGTTTACTGATGGATTAAATCTGTGAATATCTGACTATACATCGCAATAAAA
300 ATG TCG ATC ACA TCG GAA CAG TTG ATT GTC GAG GGA AAA AAT GTC CCT CTT CAC GCC CTT
s I s E @ L I vV E G K N V P L H A III
360 AAC ATG TCC GTC AGA TCA AAA CTA GGA ACT TAC CTA GAT CCG GAG GGT TTT GTA ACG GGA
21 Mm s VvV R S K L G T Y L D P E G F V T
420  GAC TAC TCC AAC GAT TAC CAA GGG CTG GCC GAG GTT ATC GGT TTC ACT TTC CAA GAC ATT

—
=
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[ep}
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480 ACA AAC TTC CAG AGA CAG AGT AAA CCG ACT CAG GAG ATG CTC TAT CAA TGG GGA ACG AGA
61/ N F Q R Q@ S K P T Q E M L Y Q W G T R |
540 CCA GAA CTT TCA CCA ACG GTC GAC AAT CTC ATA AAA CAT TTG CAG CCG ATA GGG AGA TCA
st p E L S P T V D N L I K H L Q P I G R S|
600 GAT GAC GTT ATA ACA GAA TGC GCC CAT TTG ATA AAG AAA GAT GTG GAT CGA TAT AAG CAA
1ot p p Vv I T E C A H 1IJ T K K D V D R Y K Q

660 TGC CAC AAA GAC ATT ACG GGC TCA AAA GAT ATG ATT CAG GAC CCT AGT GTT TCT CAA GGA
217 ¢ H K D I T 6 S K D M I Q D P S V § Q
720 CCA AAC CGA CCG TCC TGT GAC TAT GTT CCC GAG AGT GAC AAG TTA GGT CTA GTC ACC ATT

[=p}

1622
525
1682
545
1742
565
1802
585
1862
605
1922
625
1982
645
2042
665
2102
685
2168
697
2246
2293

62
141
220
299
359
20
419
40
479
60
539
80
599
100
659
120
719
140
779



141
780
161
840
181
900
201
960
221
1020
241
1080
261
1140
281
1200
301
1260
321
1320
341
1380
1459
1538

p N R P S C D Y V P E S D K L GG L V T 1

GAT GAC GTC AAA GAG AAA GGT GAC ACG CTC TAT TAC GAC GCC TTT GTG ATA TAC AAC CCT
b Vv K E K G D T L
GTG GGG AAG GAC TTG GAG TTC GTG AAG GAG CTC GCG GGG AAA ATG GAG GCC CCG CCT TAC

)

AAT CTA AAA TTC TGC ATC CCC TGG AGA GAC GAT CTG CCT GGA GGC TCT CGT TAT GAA GTC

TCT GCC CAC ATG ATT GCT ACA CGG TGT CGA AGA ACA CTG GTA ATC TTG TCT TCA GAT TTC

TTA AAA AGT GCT GCG GCC GAT TTT CAG CTC AAA TTT GCC CAC TGT TTG TCA CCA GGT GCA

AGG AGT AAA AAA GTG GTC CCC GTA TTT TCC GCT CCG TGT AAA ATG CCG GGT ATT CTT CGA

GCA GTG TCT TTC GTT GAT TTC ACG AAC CCC GGA TTA AGA GAC TGG AAC TGG CCC CGC CTT

AAC GCT GTA TTA CGG TGC CCC CTA AAT CCC GAT CCC CGG GAT TAC ATG AGT GAG GCC GAA
L N P D P R D Y M S E A
CTT GAA GAA TTA AAA CTG AAC GCT GGG GTG ATT ACA AAG AGA ATG TGG TAC TCC ACT GGT
L E E L K L N A G V I T K R M W Y S T
GTC CTA ACA ATG AAC TTC CCT GAA GAA TCC GAG GAC AAC ACT CCA TAC AAC GGC TGA GGG
L T Mm N F pPp E E §S§ E D N T P Y N G =*
TGGCTAGTAGTTCTCGTGAAATGTATGGAGTAATGCAACACATTAATCCCATTGTAACGTTATTGAATACCGAGTTGAT
ATATCAACTTTGAATATTGCAACCTGATCAAACCTATTTTGTTAGGTTCTCCAAAAGACATATTATTTGTAACAATGTT
TCAGAAAGAAAACATTCGTAATTAAATTACGTCATCGTGAAAAAAAAAAAAAAAAAA

o]

[ep}
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839
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899
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959
220
1019
240
1079
260
1139
280
1199
300
1259
320
1319
340
1379
358
1458
1537
1594



