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At1g53-ZFN

--CTCAGCCACC     TACTTTAAGCTGTA--....--ATCTTCGGCC    ATGAAGCTGGAGGG--

--GAGTCGGTGGATGA     AATTCGACAT--....--TAGAAGCCGGTACT    TCGACCTCCC--

--CTCAGCCACC         ATGAAGCTGGAGGG--

--GAGTCGGTGGATGA         TCGACCTCCC--

--CTCAGCCACCTATGAAGCTGGAGGG--

--GAGTCGGTGGATACTTCGACCTCCC--

Deleted

..--CTCAGCCACCTACTTTAAGCTGTAA--.....--ATCTTCGGCCATGAAGCTGGAGGG--..

..--GAGTCGGTGGATGAAATTCGACATT--.....--TAGAAGCCGGTACTTCGACCTCCC--..

Microhomology based NHEJ

Figure S7   A possible NHEJ repair mechanism using 1-bp of microhomology. The process that leads to a common ligation 
product is depicted. The ZFN binding sites are shown in red and the 1 nt of likely microhomology is marked in blue.
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