A C

ZFN ZFN
> > Junction 1
= JAt1g70450 » == ofJAtig70460 M= . .TGTTAAGCAGCTTAAGGTTGGTAGCGGACAAGGA. .
- « . .ACAATTCGTCGAATTCCAACCATCGCCTGTTCCT . .

Two DSBs ‘l, Cleavage by two DSBs

u - ﬂ . . TGTTAAGCAGCTTAA GGTTGGTAGCGGACAAGGA. .
. .ACAATTCGTCGAATTCCAA CCATCGCCTGTTCCT. .

¢ Flip and ligation \1, Flip of cleaved DNA

> —-
- . . TGTTAAGCAGCTTAA AACCTTAAGCTGCTTAACA. .
« . .ACAATTCGTCGAATTCCAA AATTCGACGAATTGT. .
‘_ - -
Junction 1 Junction 2 \1, Ligation
B Atlg70-ZFN . . TGTTAAGCAGCTTAAGGTTAACCTTAAGCTGCTTAACA. .
) #5 #6 )
T e— - . . TGTTAAGCAGCTT--—-- (156 bp del)--—--——-
> < . .GAGTTCTTCTCCAAC-- (243 bp del)--CAAAACC..
TEE . (135 bp del + 19 bp Ins)AACCTTAAGCTGCT..
_D 4_
w— D rerA - 51 o aany
S —— > 4 .GTCTACAAAG-- (112 be del) ----ACACAACCA..
- G . . >

Figure S8 Inversion of the At1g70450 gene cluster. (A) Schematic of the At1g70450 gene cluster inversion. Positions of
PCR primers for confirming inversions are indicated by empty or filled triangles and arrows. (B) PCR confirmation of gene
cluster inversions. (C) DNA sequence confirmation of inversions.
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