
Table S1   Data sources for large-scale recombination and cohesin binding studies

Publication Data source 

(Gerton et al. 2000) Table 1 

(Borde et al. 2004) Table S2 

(Buhler et al. 2007) Table S5 (5X background) 

(Blitzblau et al. 2007) Table S2 

(Mancera et al. 2008) Supplementary information 2: hot_spots.txt 

(Pan et al. 2011) Table S2 (signal intensity > 1000) 

(Glynn et al. 2004) Mitotic cohesin subunit (Scc1/Mcd1): Supplementary dataset 8 

Meiotic cohesin subunit (Rec8): Supplementary dataset 9 

(Kiburz et al. 2005) Supp Raw Data.doc 

(Kugou et al. 2009) http://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE8422 

File S1

SGA-based genetic distances 

Available for download at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.113.007377/-/DC1

A set of 16 files, one for each chromosome, contain the SGA-based genetic distances (SGA-GD; 
Methods) for the indicated loci. Rows and columns correspond to query and array mutants, 
respectively. Multiple experiments, involving the same query locus, appear as duplicated rows in 
each file. Also available for download at http://boonelab.ccbr.utoronto.ca/data/baryshnikova_2013/  
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