
Figure S3. Alignement of the SpoIIID regulator of several bacilli and clostridia.  
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SpoIIIDbs       MHDYIKERTIKIGKYIVETKKTVRVIAKEFGVSKSTVHKDLTERLPEINPDLANEVKEIL 
SpoIIIDba       MHDYIKERTIKIGKYIVETKKTVRVIAKEFGVSKSTVHKDLTERLPEINPDLANEVKEIL 
SpoIIIDbc       MHDYIKERTIKIGKYIVETRKTVRVIAKEFGVSKSTVHKDLTERLPEINPELANEVKEIL 
SpoIIIDcd       MRSHIEERAIVVAKYILEKNTTVRQTAKTFGVSKSTIHKDVTERLKEINPSLAKEVKNVL 
SpoIIIDca       MKDYIEERVMEVAKYIIESKATIRKTAKVFGVSKSTIHKDMTERLPQINPQIAELAKGVL 
SpoIIIDcp       MKDYIEERVLEVAQYIIYSRATIRKTAKVFGVSKSTIHKDMTERLPKINPDIAEEAKSIL 
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basic DNA binding motif 
SpoIIIDbs       DYHKSIRHLRGGEATKLKYKKDEILEGEPVQQS 
SpoIIIDba       DYHKSIRHLRGGEATKLKYKKDEILEGEPVQQP 
SpoIIIDbc       DYHKSIRHLRGGEATKQKYRKEDVEKPVRQ 
SpoIIIDcd       DKNKSERHIRGGLATKLKYEKEHKKM 
SpoIIIDca       ELNKAERHIRGGKATKMKYKAIEG 
SpoIIIDcp       DLNKAERHIRGGKATKLKYKVVE 
                : :*: **:*** *** **.  . 
 
 
 


