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Supporting Figure S2. RE9a and KLF6 bind the human ALOX5 promoter 
Following ChIP, exogenous HA-RE9a and Flag-KLF6 show enrichment compared to IgG control at 
three locations within the ALOX5 promoter. Endogenous RUNX1 shows no enrichment. Locations of 
three PCR amplicons relative to transcription start site of ALOX5: ALOX5-A -522 to -234, ALOX5-B -
259 to -79, ALOX5-C +149 to +596.  


