SUPPLEMENTAL TABLE 1
Uncorrected pairwise interspecific divergences (%) for each gene fragment*

A: 168

(256bp) 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21
1: Tbar
2: Tbra 44

3: Tcar 36 52

4: Tcir 40 48 12

5: Tcos 32 52 48 52

6: Tgar 44 87 79 83 67

7: Tguas 48 52 24 20 52 83

8:Tguaz 12 40 40 44 32 48 44

9: Tinf 48 60 56 60 60 79 60 52

10: Tjua 44 79 63 67 63 32 75 48 79

11: Tklu 36 52 12 16 40 79 20 40 60 63

12:Tmac 36 63 63 67 52 75 75 48 60 75 56

13: Tmat 44 79 63 67 71 24 67 48 75 16 63 75

14: Tpat 40 52 28 24 60 83 36 44 71 75 32 60 75

15: Tpse 32 60 60 63 48 71 71 44 56 71 52 04 71 56

16: Trub 36 48 16 20 56 79 24 32 56 63 20 63 63 36 60

17: Tshe 40 12 60 56 48 83 60 44 63 83 52 52 83 56 48 56

18: Tsor 44 71 71 75 71 28 83 40 87 36 71 75 28 75 71 63 175

19:Tvan 40 75 60 63 67 28 71 44 75 12 60 71 12 71 67 60 79 24

20: Twil 1.6 40 36 40 36 60 48 12 60 52 36 44 52 48 40 28 48 44 48
21:Pmeg 11.1 107 123 119 123 143 115 123 123 135 123 107 127 115 103 127 111 147 131 115
22:Rpro 179 194 194 202 179 194 198 179 187 206 194 187 202 19.8 183 198 198 21.0 202 179 21.0

B: Cytb

(313 bp) 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17
1: Tbar

2: Tbra 17.6

3: Tcos 143 184

4: Tguas 125 14.7 13.6

5: Tguaz 11.8 162 147 129

6: Tinf 18.8 140 158 169 15.8

7: Tjua 176 81 173 143 165 162

8: Tklu 158 162 151 125 107 129 162
9:Tmac 143 151 173 151 125 154 154 121

10: Tmat 143 162 162 48 136 17.6 140 125 143

11: Tmel 165 9.6 165 143 169 132 11.0 151 143 154

12: Tpse 143 143 165 143 125 147 147 114 0.7 13.6 13.6

13: Trub 143 165 151 125 107 132 158 2.6 129 125 147 121

14: Tsh 147 125 180 173 173 169 11.8 188 165 180 99 165 184

15:Tsor 140 191 180 7.7 132 195 173 143 158 81 184 151 143 213

16: Twil 114 165 143 125 11 154 169 103 129 125 173 121 103 184 121

17:Pmeg 213 202 221 21.7 188 19.1 195 20.6 188 21.0 224 18.0 199 224 199 17.6

18: Rpro 188 21.0 221 213 17.6 180 21.0 202 184 21.7 228 176 184 213 221 173 213

C: COI

(202 bp) 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16
1: Tbar

2: Tcar 13.7

3: Tcir 150 3.1

4: Tcos 209 147 134

5: Tguas 168 85 74 133

6: Tguaz 119 86 86 134 103

7: Tinf 20.1 148 148 16.7 186 174

8: Tmac 17.3 187 20.0 199 174 193 23.6
9:Tmat 194 151 132 169 113 138 258 174

10: Tpse 169 86 104 121 140 11.0 149 208 185

11: Trub 119 36 25 141 91 92 154 187 138 98

12: Tshe 74 162 162 209 168 169 187 20.0 20.7 182 143

13: Tsor 174 132 114 191 120 132 229 155 57 146 120 187

14: Tvan 149 110 74 115 104 74 160 194 120 103 80 162 114

15: Twil 137 92 80 141 97 15 180 193 145 104 86 189 126 69

16: Pmeg 224 211 204 211 17.8 231 224 148 204 204 204 225 198 185 21.1

17: Rpro 251 264 257 294 244 250 231 274 280 279 250 259 251 265 250 224

* P-distances mentioned in the text are in bold.

Tbar = Triatoma baratai; Tbra = T. braziliensis; Tcar = T. carcavalloi; Tcir = T. circummaculata; Tcos = T. costalimai; Tgar = T. garciabesi; Tguas = T. guasayana; Tguaz = T. guazu;
Tinf = T. infestans; Tjua = T. juazeirensi; Tklu = T. klugi; Tmac = T. maculata; Tmat = T. matogrossensis; Tpat = T. patagonica; Tpse = T. pseudomaculata; Trub = T. rubrovaria; Tshe =
T. sherlocki; Tsor = T. sordida; Tvan = T. vandae; Twil = T. williami; Pmeg = Panstrongylus megistus; Rpro = Rhodnius prolixius.




