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Supplementary Figure S1. The absorbance spectra of indigo in AT minimal

glucose medium between 380 and 660 nm. Four different concentrations of 5,

5'-dibromo-4, 4'-dichloro-indigo in AT minimal glucose medium were measured the

absorbance at a wide range of wavelengths. Arrows showed relatively lower and

higher absorbance at the wavelengths 492 nm and 630 nm respectively.
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Supplementary Figure S2. The relationships among inoculation amount, assay

time, the concentration of C6-HSL and the normalized p-galactosidase.



@ : QQ strains with marine origin

O : QQ strains with terrestrial origin

@ Bacillus circulans USC24 (HQ441221)

@ Oceanobacillus sp. USC172 (HQ441216)

QO Solibacillus silvestris StLB046 (AB478967)

O Bacillus megaterium ATCC 14581 (JF749282)

@ Bacillus sp. LT12 (HQ235055)

100l O Bacillus sp. 240B1 (AF350926)

@ Bacillus sp. KT7 (FJ439598)

O Geobacillus caldoxylosilyticus NBRC107762* (AB682661)

Q Geobacillus thermoglucosidasius BGSC95A1* (AY608981)

Q Geobacillus stearothermophilus R-35645" (FN428694)
O Geobacillus thermoleovorans BGSCIBAT* (AY608936)
e\ @ Geobacillus kaustophilus HTA426 (NR_074989)

Q Bacillus sonorensis L62 (HM191249)

70

Supplementary Figure S3. The neighbour-joining tree of Bacillaceae branch. The
number after each strain is the accession number in NCBI database. Bootstrap
coefficients below 50% were not shown. Scale bar, 0.02 substitutions per nucleotide
position.

*The sequences of 16S rRNA genes of Geobacillus caldoxylosilyticus YS-8,
Geobacillus thermoglucosidasius KCCM 41418, Geobacillus stearothermophilus
YS-9 and Geobacillus thermoleovorans YS-1 * were not available, therefore those of
G. caldoxylosilyticus NBRC1007762, G. thermoglucosidasius BGSC95A1, G.

stearothermophilus R-35646 and G. thermoleovorans BGSC96A were used instead.



C6-HSL degradation

C6-HSL recovery

C12-HSL degradation .

Supplementary Figure S4. C6-HSL and C12-HSL degradation and recovery by

acidification. The recovery of AHLs was preformed after C6-HSLs were

co-incubated with bacterial cultures for 24 hours and 2 hours for C12-HSL.
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Supplementary Figure S5. QQ activities of some representative bacterial strains.
a, The heat-resistance of C6-HSL degrading activities of strains Th78 and T173. The
bacterial cultures were boiled for 1-30 min before reaction step and the remaining
levels of C6-HSL were measured by the CV026 plate assay. b, The substrate
specificity of four strains measured by the A136 liquid X-gal assay (Th100, 100%
similarity to Pseudoalteromonas paragorgicola KMM 3548: T157, 100% similarity

to Zobellia russellii KMM 3677").
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