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SUPPLEMENTARY FIG. S3. Pairwise sequence comparison of ScsC from S. Typhimurium (StScsC) and C. crescentus
(CcScsC). Sequences lack targeting peptides. Blosum matrix was used, where sequence ends are permitted to slide over one
another. Sequence identities (black shading) and similarities (gray shading) were 24% and 40%, respectively. The conserved
cis-proline residues are denoted by an asterisk. The ScsC sequence used for C. crescentus was CC_1879 from strain CB15.





