SUPPLEMENTARY INFORMATION

Conserved Cys: 1

Subfamily 1
QIKRSARM

ARRRRTR.
TNRRQNRK
KKGRRSRR|
ARRRRVR.
ENAFKRRR
GARRRRTR
GKKMRMAR
Subfamily 2
QRMEFKRVG
RIVERSRG
Subfamily 3
PAKKKRKR
SGKKKRKR
LEKKKRKR

DGRKKRKR

rv\/_m\

4 5 6 7

RRTEDCGHCDFCRDMKKFGGPNKIRQKCRLRQ
LR.TECGECHFCKDMKKFGGPGRMK QSCIMRQ
LRRMDCGRCDFCCDKPKFGGSNQKR QKCRWRQ
QVPEDCGVCTNCLDKPKFGGRNIKKQCCKMRK
Q.GECGVCHYCRDMKKFGGPGRMKQSCVLRQ
Q0. PECGKCKACKDMVKFGGSGRSKQACQERR
R.TECGDCHFCRDMKKFGGPGRMK QSCLLRQ
LRVQDCGSCVNCLDKPKFGGPNTKK QCCVYRK|

QVTEDCGACSTCLLQLPHDVASGLFCK CERRR
TQEDCGHCPICLR. . PPRPGLRRQWK CVQRR

RLINCGVCSSCRN
RRINCEQCSSCRN
QOKTNCGECTYCKN
RRLENCGACTSCTN
CXXCXXC

RKTGHQICKFRK
RKTGHQICKFRK
RKNSHQICKKRK
RRT.HQICKLRK

CXXRX

QLRARESYKYFPSS
IAPVLP..... HTA
LQFAMK. .RLLPSV
ONLQWMP. . ..SKA
LAPRLP..... HSV
PNMAMK. . ... EAD
TAPVLP..... HTA
DKIEARK....MER
LR.IVER....SRG
LRGKHAR. . . .RKG
ELKKK..... PGT
ELKKK..... PSA
EELKKK..... PSv

EVLKKK.VGLLKET

Supplementary information S1 (figure) | The CXXC domain of TET family members.
TET proteins contain a DNA-binding CXXC domain near the N-terminus. Sequence
alignment of CXXC domains (left). The conserved Cys residues contained within each
Zn*-chelating module are coloured separately (module 1 blue, module 2 yellow), and the
Cys residues are connected with curved lines. A key Gln conserved in all DNA-binding
members of the CXXC domain family is indicated with an arrow. The structure of the CXXC
domain of MLL1 (also known as CXXC7) (PDB: 2KKF) (right). Note that the second CXXC
unit is inserted within the first.
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CFP1 (CXXC1, CGBP)
KDM2B (CXXC2, FBXL10)
MBD1_3 (CXXC3)

MLL (CXXC7)

KDM2A (CXXC8, FBXL11)
DNMT1 (CXXC9)
FBXL19

MLL4

MBD1_1 (CXXC3)
MBD1_2 (CXXC3)

IDAX (CXXC4)
RINF (CXXC5)
TET1 (CXXC6)
TET3 (CXXCéL)

Consensus

CXXC unit 1
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