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Figure S1. ATP6vlcl is expressed at the mRNA level in various human breast cancers. mRNA
expression levels for ATP6vicl as determined by Affymetrix U133A array data from biogps.org (14) across

multiple human breast cancer cell lines (15).
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Figure S2. RANKL mRNA expression in 4T1 cells is induced by osteoclast treated media and abrogated
by ATP6vlcl knockdown. Expression levels for RANKL in 4T1 cells, ATP6vlcl-depleted and control-
infected, in normal media conditions compared to those induced with 20% osteoclast conditioned media. Bars

represent average of n=3 samples with error bars representing standard error of measurement, *, P < 0.05;

** P <0.01; *** P <0.005.



