
SACE    MNEAD-------VTKFVNNARKTLTDAQLLCSSANLRIVDIKKKLSSWQLSISKLNFLIV 53

KLTH    MNEAV-------IEKLLENSRKFLTGAKLICQESNDHLTTTKLRIREWQKFQSKLHFVLD 53

KLLA    MSDAATTIPSDEIDKLWNKARNQLVEAQVECEESLKILSKVRTEMDSSQKSRFKLKFILN 60

          

SACE    GLRQQGKFLYTILK-EGIGTKLIQKQWNQAVLVVLVDEMKYWQYEITSKVQRLDGIVNEL 112

KLTH    CIQQQTKFLSEILLREGIGRNLIEEEWSQTVLVRLVNDMKFWQNEITKMMNKLDNITNEI 113

KLLA    CLVNQVEFFKNIMLEKCISTELIDNEWSKLVLVEIVNDVSYWQNEITTKMKILQGTKYDL 120

               

SACE    SISEKDDTDPSKLGDYISRDNVNLLNDKLKEVPVIERQIENIKLQYENMVRKVNKELIDT 172

KLTH    DQQHN-----SKLGDFISRDSSHILDSKLNEIPTIRKQVENITRQYQTMLAKVQSQLVES 168

KLLA    TDDHS------SLSDFICMDHVDILQQKIDEIPIIKQQVTNIRQHYKSIKDRIENQLVAV 174

                

SACE    KLTDVTQKFQSKFGIDNLMETN--VAEQFSRELTDLEKDLAEIMNSLTQHFDKTLLLQDK 230

KLTH    RMKGLRDEFSSKFGDQCRENLK--LNEEFTNEADQLEQELADFLKSFTDHFDKCSALSSR 226

KLLA    KLKKLRTYFDSHFSRDSKNNLFKLLESDYVTELNEFENELADFLRSITDHFDKCTILKEQ 234

            

SACE    KIDNDEREELFKVVQGDDKELYNIFKTLHEVIDDVDKTILNLGQFLQAKIKEKTELHSEV 290

KLTH    SVSPEDAQNLFEIVERDDKDLAAINSLLQDAAIDVASFVRKVNMLLDERDADKAKMQATL 286

KLLA    QIPLPDLKELFQIVKKDDTQLENIRELVFETGLEVKAFSKKVNETISEIMDKIGGFHLLA 294

          

SACE    SEIINDFNRNLEYLLIFKDISNLIDSFKNSCTQDIQTTKELCEFYDNFEESYGNLVLEAK 350

KLTH    SKLLTELRKHEEYISVFEGISALIQKFKASCLEDIRQTRNLLDFYANFERSYHNLLKEVK 346

KLLA    SKIVTELEKCEEYLSIFQKIANLVFVYKESCIKKIEQVQQLCEFYDKFKLGYKNLLRERD 354

     

SACE    RRKDVANRMKTILKDCEKQLQNLDAQDQEERQNFIAENGTYLPETIWPGKIDDFSSLYTL 410

KLTH    RRKETAAKLSQILKSCETQLEQINTADLRERQMFLLENGNYLPETIWPDEIGSLSPLYTL 406

KLLA    RRKATALQMEKILKECQEKLQALSDADLDQRQQFLLENGDYLPENIWPGYIDDMESMYSF 414

SACE    NYNVKNP-- 417

KLTH    NYEVRKV-- 413

KLLA    EYSIHNVPN 423
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SACE    MN--VTVTVYDKNVKYRLEENIKNNKGPSNDDQPAYNNESKSTDGSDYAMFPTNIKYIFE 58

KLTH    MSSEANPPVLEPFTVTVVDRNVKHQVEGEPEEEGHPDHE------VQGVMFATNVKYIFE 54

KLLA    ----MESPVLLVKNANAATN--ASNLGLLGQKQNSYTVD-------ENTWFLNNISFIFE 47

                

SACE    DNNDELVDSSDAALTAGIDKVGDELENVIIVQLDESGSLEDITLISDQYELLSHRTNSLS 118

KLTH    DDQELLPEQEDPAI-----------ENVVIIEADESLRVTQVELISDQFKQVGYEVR--- 100

KLLA    DDDPSQHDEDQLDY-----------ENVIIIDSEPSGTVNNVEMLSERWQLLAFDQNP-- 94

     

           

SACE    LEENQMRTLSSHGDDKSNDEEEELSVDSDRFRVDSDIELDVISQFCDLSPFLRDLS-LND 177

KLTH    --------------------------DGN------EVCIDALSRFETPR-QLGNLP-LEK 126

KLLA    --------------------------RDN------CISLTVMNELSADLGQNTDISGLDN 122

                

SACE    LIKLYVTQNEQLQMLSNSV-- 196

KLTH    LVQLYKLQNDQLHSLFNTL-- 145

KLLA    LSKLYHERNAQIRKLLDSIAP 143
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SACE    MIMNSTNTVVYIKVKGRRPQGFLDPPKFEWNGTKERQLWTMVSNLNYSQDQIDWQNLSKI 60

KLTH    --MNSENTIVYVRVAGRARNGFVDPLKFYWDLERDRSLWSSVSKLDNTKKTIDWKRLSRE 58

KLLA    --MNNDNTKVYVRVAGKRPENFVETKPFIWDSRRDKILWTKISKID-SLEDMDWQELGAD 57

          

SACE    FETPEFFLKKRTYKLFAEHLELLQLQLEKKRDLEKYSNDQVNEGMSDLIHKYTPTLQNDN 120

KLTH    FKAPEHFIRKRSYALFAKHLKLLERQIEAKTRSLAVTEDELNY----------------- 101

KLLA    LGAPEPFLKKRSYTLFQNQLKVLSNQIDVTSNTRSSSE---------------------- 95

  

SACE    LLNVSASPLTTERQDSEEVETEVTN-EALQHLQTSKILNIHKKTSDSENKPNDKLDKDGI 179

KLTH    ------TDEDDERNSISHGEDDFEAAEGLKNLRTSKVL-------------KQRVPGEG- 141

KLLA    -----------SRNSVDN--------NILQNLQASRIM-------------NHKLDKTDN 123

SACE     NKEMECGSSDDDLSSSLSVSKSALEEALMDRLQF 213

KLTH     -RNGESSLSE---LSNLSVSKSALEEALLDRLQL 171

KLLA     LANNQESSSE---LSNLSVSKSALEDALMDCLQL 154
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