Legend to supplemental figure S1. Phylogenetic analysis in a maximum likelihood framework
(PhyML) of the hemagglutinin HA1 genome segment of porcine influenza A viruses of subtype
H1(N2) detected in selected swine herds in the Northwest of Germany, 2009 - 2012. Tree is drawn
to scale as indicated by the scale bar. EpiFlu database accession numbers can be retrieved from
supplemental Table S1b. Further sequences have been extracted from GenBank or the EpiFlu
databases and their accession numbers are indicated in the trees. Details of the phylogenetic

analysis are given in the Methods section.



Supplemental figure 1.

0.07

0,996

[— EPI284109_HA_A/swine/Italy/58769/2010_H1avN2hu

EPI306429_HA_A/swine/Sweden/9706/2010_H1avN2hu
EPI1214923_HA_A/swine/Sweden/1021/2009_H1avN2hu

0562 EPI335354_HA_A/swine/ltaly/22530/2002_H1avN2hu

EPI297044_HA_A/swine/Italy/116114/2010__H1N2

0,947

0,987

EPI396420_HA_A/swine/England/00003/2009_H1N2

EPI4865_HA_A/swine/Scotland/410440/94_H1N2

EPI396791_HA_A/swine/England/661263/1997_H1N2
0,999 EP14867_HA_A/swine/England/438207/94_H1N2
EPI396722_HA_A/swine/England/448813/1994_H1N2

EPI396683_HA_A/swine/England/40280/1996_H1N2

EPI236912_A_swine_CotesArmor_98574_2001_H1huN1av
EPI396783_HA_A/swine/England/645913/1996_H1N2
EPI396435_HA_A/swine/England/002295/2002_H1N2

EPI396867_HA_A/swine/England/P185/2008_H1N2
1

EPI307218_HA_A/swine/England/1157/2009_H1N2
EP14873_HA_A/swine/England/72685/96_H1N2

EPI4871_HA_A/swine/England/17394/96_H1N2
EPI396754_HA_A/swine/England/60797/2000_H1N2
EPI396738_HA_A/swine/England/483/2006_H1N2
EPI310231_HA_A/swine/England/1428/2009_H1N2

EPI310224_HA_A/swine/England/1382/2010_H1N2
EP1396847_HA_A/swine/England/88761/1997_H1N2

EPI396768_HA_A/swine/England/61605/1998_H1N2
EPI396714_HA_A/swine/England/43142/2001_H1N2

EPI396627_HA_A/swine/England/303/2009_H1N2
— EPI4869_HA_A/swine/England/690421/95_H1N2

EPI396942_HA_A/swine/Cotes_d_Armor/790/1997_H1N2
EPI225740_A_swine_Cotes_dArmor_0190_2006_H1huN1av

EPI396904_HA_A/swine/Cotes_d_Armor/1190/2002_H1N2

EPI396899_HA_A/swine/Cotes_d_Armor/1174/2009_H1N2

1

EPI254027_HA_A/swine/ltal

1

592/1999_H1N2
EPI244580_A_swine_ltaly_7704_2001_H1huN1av
EPI335340_HA_A/swine/Italy/62/1998_H1N2
EPI254020_HA_A/swine/Italy/62/1998_H1N2
EPI335310_HA_A/swine/ltaly/4675/2003_H1N2
EPI335684_HA_A/swine/Italy/191985/2009_H1N2
EPI335683_HA_A/swine/Italy/198260/2008_H1N2
EPI361677_HA_A/swine/Italy/6823/2010_H1N2
EPI335688_HA_A/swine/Italy/626/2006_H1N2
EPI1398906_HA_A/swine/Italy/71251/2005_H1N2
EPI335355_HA_A/swine/Italy/114347-1/2006_H1N2
EPI335687_HA_A/swine/ltaly/50568/2005_H1N2

EPI335682_HA_A/swine/ltaly/233139/2005_H1N2
EPI335350_HA_A/swine/ltaly/23134/2002_H1N2
EPI335645_HA_A/swine/Italy/289700/2009_H1N2
EPI335643_HA_A/swine/Italy/321986/2009_H1N2
EPI361681_HA_A/swine/Italy/149992/2010_H1N2
EPI335644_HA_A/swine/Italy/320546/2009_H1N2
EPI361679_HA_A/swine/Italy/118616/2010_H1N2
EPI361683_HA_A/swine/ltaly/282964/2010_H1N2
EPI335352_HA_A/swine/Italy/59209/2009_H1N2
EPI335341_HA_A/swine/Italy/274298/2009_H1N2
EPI335686_HA_A/swine/Italy/70757/2009_H1N2
EPI335685_HA_A/swine/Italy/81226/2009_H1N2
EPI335351_HA_A/swine/Italy/81062/2009_H1N2
EPI361675_HA_A/swine/ltaly/38272/2010_H1N2

0,991

EPI122245_HA_A/swine/Bakum/1832/2000_H1N2
EPI397198_HA_A/swine/Gent/177/2002_H1N2
EPI335642_HA_A/swine/lItaly/18/2000_H1N2
0.9 FPI253899_HA_A/swine/Italy/18/2000_H1N2
EPI335642_A_swine_ltaly_18_2000_H1N2
EPI253899_A_swine_ltaly_18_2000_H1N2
EPI335308_HA_A/swine/Italy/259543/2003_H1N2
EPI397128_HA_A/swine/Gent/100/2007_H1N2
1 EPI411951_A_swine_Germany_R1421_2010_H1N2hu
EPI181234_HA_A/swine/Granstedt/IDT3475/2004_H1N2
EPI397039_A_swine_Spain_40564_2002_H1N2
EPI122211_HA_A/swine/Doetlingen/IDT4735/2005_H1N2
1 EP1122229_A_swine_Cloppenburg_IDT4777_2005_H1N2
EPI278734_A_swine_Germany_R299_2009_H1N2hu
EPI181228_A_swine_Groitzsch_IDT6016-2_2007_H1N2
EPI181229_A_swine_Kitzen_IDT6142_2007_H1N2
EPI412000_A_swine_Germany_R757_2010_H1N2hu
0,975, EPI278647_A_swine_GermanyNI_R3394_2009_H1huN1av
EPI411900_A_swine_Germany_R432_2010_H1huN1av

r EPI411935_A_swine_Germany_R856/857_2010_H1N2hu
EPI1412025_A_swine_Germany_R1820_2011_H1N2hu
I:. EPI412046_A_swine_Germany_R2088_2011_H1N2hu
EPI411963_A_swine_Germany_R74_2011_H1N2hu
EP1412072_A_swine_Germany_R3342_2011_H1N2hu
EPI412001/2_A_swine_Germany_R1041_R1047_2011_H1N2hu
EPI411986_A_swine_Germany_R684_2011_H1N2hu
EPI412089_A_swine_Germany_R413_2012_H1N2hu
EPI412075_A_swine_Germany_R3656_2011_H1N2hu
0,93) EPI412024_A_swine_Germany_R1795_2011_H1N2hu
EPI412082_A_swine_Germany_R21_2012_H1N2hu

EPI412020/1_A_swine_Germany_R1752_R1753_2011_H1N2hu
EPI411941_A_swine_Germany_R1207_2010_H1N2hu

EPI411953_A_swine_Germany_R1675_2010_H1N2hu
E' EPI412048_A_swine_Germany_R2125_2011_H1N2hu
EPI1412047_A_swine_Germany_R2098_2011_H1N2hu
EPI1412032_A_swine_Germany_R1895_2011_H1N2hu

EPI412055/6_A_swine_Germany_R2366/R2369_2011_H1N2hu

EPI411967_A_swine_Germany_R77_2011_H1N2hu

EPI412000_A_swine_Germany_R775-7_2011_H1N2hu
EPI412122_A_swine_Germany_R637_2012_H1N2hu

EPI412116_A_swine_Germany_R615_2012_H1N2hu

EPI412000_A_swine_Germany_R775-9_2011_H1N2
EPI411997_A_swine_Germany_R949_2011_H1N2hu
EPI411999_A_swine_Germany_R951_2011_H1N2hu
EPI411998_A_swine_Germany_R950_2011_H1N2hu

EPI397028_HA_A/swine/Ploufragan/0214/2006_H1N2

EPI1186629_A_swine_CotesArmor_016007_2005_H1huN1av

EPI171778_HA_A/swine/Germany/SEk1178/2000_H1avN2av

England,
France

Italy

Central Europe,
older

Germany,
recent




Legend to supplemental figure S2. Phylogenetic analysis in a maximum likelihood framework

(PhyML) of “internal” genome segments of porcine influenza A viruses detected in selected swine

herds in the Northwest of Germany, 2009 - 2011. Trees are drawn to scale as indicated by the

scale bar. Isolates analyzed in the frame of this study are shown in blue; genotyping of these

isolates on basis of the phylogenetic analyses is presented in Table 2. EpiFlu database accession

numbers can be retrieved from supplemental Table 1Sb. Further sequences have been extracted

from GenBank or the EpiFlu databases and their accession numbers are indicated in the trees.

Details of the phylogenetic analysis are given in the Methods section. A— PB2, B—PB1, C—PA, D -

NP, E—M, F—NS.
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Project: “SIV infection and reproductive disorders

in sow herds*

Date of inquiry:

Lab-number of corresponding samples:

Veterinarian (name, first name)

Zip code, city

Farmer (name, first name)

Zip code, city

Veterinarian: | declare that | approve that the collected data will be used for further analysis

and publication by the Field Station of Epidemiology and that this will be done anonymously

I:l yes I:l no
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. Herd type and size

.1
11.1.1

1.2
11.2.1

] Farrow-to-finish (slaughter pig market weight ca. 115 kg)
] Farrow-to-feed (piglet market weight 28 kg)
] Farrow-to-wean (piglet market weight 8 kg)

Increase in the number of sows since 2009

[] ves []no

Number of producing sows

Number of places for weaners

Number of places for fatteners

Utilisation concept of the building with farrowing units

Which production stages are in the same building the farrowing units are?

[multiple answers possible]

I:l none

[] nursery units

] fattening units

] gilt acclimatisation unit
] insemination centre

] gestating sow unit

Management lactating sows and suckling pigs
Weaning age

] 21-22 days of age

] 23-24 days of age
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] 25-26 days of age
] 26-27 days of age
1> 28 days

[1.2.2 Batch farrowing system

[] none
] 1 week

] 2 week
] 3 weeks
] 4 weeks
] other

11.2.3 All-in-all-out policy in the farrowing units
[] Yes
[] no

I1.2.4 Separate farrowing unit for sows that do not belong to a regular batch (e.g.

after return to oestrus)
[] ves
[] no

I1.2.5 Cross-fostering of suckling pigs (number of pigs)
[]<95 %
[]5-10%
[]>10 %
] not specified

[1.2.6 Disposition of runting or diseased piglets after weaning

] stay in the farrowing pen

[] are moved to a pen for diseased pigs in the same unit
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[] are moved to a unit for diseased pigs
] euthanasia

] other (e.g. nurse)
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1.3 Management insemination centre

[1.3.1 All-in-all-out policy in the insemination centre

[] ves
[] no

.4 Management gestating sows

I1.4.1 All-in-all-out policy in the unit(s) of gestating sows

[] ves
[] no

I1.4.2 Housing of the gestating sows

] gestation crates

] loose housing system

] both

I.L5 Vaccination program - sows

Vaccination against

Yes

No

Vaccine

Herd

vaccination*

Group

vaccination**

SIV

PRRS

PCV2

Erysipelas

Parvovirus

Rhinitis atrophicans

E. coli/ Cl. perfringens

Autogeneous vaccines
against S. suis/ H.

parasuis

Other

* Vaccination of the entire sow herd at one time; ** vaccination of batches of sows at a specified time

of the reproduction cycle (e.g. during mid-gestation or suckling period)

5
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1.6 Vaccination program - piglets

Vaccination against Yes No

SIV

PRRS

PCV2

Mycoplasma
hyopneumoniae

lleitis

M. Management gilts
.1 Replacement gilts
[11.1.1 Origin

] self recruitment

] purchase

If purchased:

I11.1.2 Quarantine/Acclimatisation

[] ves [] no
If yes:
[11.1.3 Duration of quarantine/acclimatisation period
= 5 weeks
] 6-7 weeks
]2 8weeks

] not specified

[11.1.4 Nose-to-nose-contact to older sows during acclimatisation

[] ves [] ho
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I11.1.5 Site of the acclimatisation barn

] separate location
] separate building but same location as farrowing barn

] separate unit in the farrowing barn

lll.2 Vaccination program - gilts

Vaccination against Yes No

SV

PRRS

PCV2

Erysipelas

Parvovirus

Rhinitis atrophicans

Glasser Disease
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V. Course of the disease

IV.1  When (prior to sample submission) did the disease in the sow herd
start?

] 1-3 weeks
] = 3 weeks
] not specified

IV.2 Which sows were affected?
[] only 2 2" parity sows
] only first litter sows
] both
] not specified

IV.3 Occurrence of reproductive disorders?

[multiple answers possible]

Reproduction stage Yes No

1-23 days of gestation

(return to oestrus)

24-38 days of
gestation (return to

oestrus/abortion)

39-60 days of
gestation (return to

oestrus/abortion)

61-100 days of
gestation (return to

oestrus/abortion)

> 100 days of

gestation (abortion)

Birth of stillborn/ weak
born piglets

No reproductive

disorders

IV.4 Which other clincal symptoms appeared in sows?

9
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10

[multiple answers possible]

] fever > 40,0°C

] under temperature < 37,5 °C

[] reduced feed intake

] anorexia

] apathy

] cough

] nasal discharge and/or sneezing
] laboured breathing

] cyanosis

] sudden death

[] no clinical symptoms
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