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Supplementary Table 1. Primers used in this study. 

 
Purpose Primer Sequence (5'--3')a 

Construction of D7471 

mutant  

 

 7471 upstream-1 CCGGAATTCCACTTGGCCGTCAGCAG (EcoRI) 
 7471 upstream-2 CACCCTTCAGCTCCGTCGCCACTCCTTGGCGTTCCC 

 7471 downstream-1 GGGAACGCCAAGGAGTGGCGACGGAGCTGAAGGGTG 

 7471 downstream-2 GGAAGATCTCAGGACGACGACGGATTC (BglII) 

 7471 v1 TACTGGAAGCGGACGGCG 

 7471 v2 GCGCCCGGTGTCTTCAC 

   

Over-expression of 

SAV7471 

  

 E7471 forward CCGGAATTCCACTTGGCCGTCAGCAG (EcoRI) 

 E7471 reverse GGAAGATCTCACCCTTCAGCTCCGTCG (BglII) 

   

Construction of 

His6-tagged SAV7471 

  

 His6-7471 forward GAGATCGCAGTCGCCCG 

 His6-7471 reverse CCGCTCGAGGCGGCAGGCCTCCAGG (XhoI) 

   
Bacterial one-hybrid 

assay 

  

 B7471 forward CGGGGTACCATGGAGATCGCAGTCGC (KpnI) 

 B7471 reverse GGAAGATCTCACCCTTCAGCTCCGTCG (BglII) 

 7471p forward ATTTGCGGCCGCCCAGTGGATGTCGCGTCG (NotI) 

 7471p reverse CCGGAATTCGGGATGCCTCTCCGTCTG (EcoRI) 

   
RT-PCR   

 hrdB forward TACTGCGCAGCCTCAACCAG 

 hrdB reverse GCCGATCTGCTTGAGGTAGTC 

 aveR forward TGGGCTGTGGAAAGAGTACG 

 aveR reverse TGACGGTCAGGCAGTAGTCC 

 aveA1 forward ACGCTTCCGACGTCTTCCG 

 aveA1 reverse TTGTCCTCGGTCCACGGAG 

 SAV7472 forward ATGACCGACGACCGCCC 
 SAV7472 reverse CTCCCGCTCCTCGATCCG 

 SAV7473 forward CGTGACTGAACAGGCCGAG 

 SAV7473 reverse GCCGTCGAGCAGATCCAG 

   

EMSA and footprinting 

assay 

  

 Probe 1 forward GAACGGGCCACTCCTTG 

 Probe 1 reverse GGGATGCCTCTCCGTCTG 
 Probe 2 forward CCAGTGGATGTCGCGTCG 

 Probe 2 reverse GGGATGCCTCTCCGTCTG 

 Probe 3 forward GAACGGGCCACTCCTTG 

 Probe 3 reverse GCCGTCAGCAGTTCCACG 

 Probe 4 forward CCAGTGGATGTCGCGTCG 

 Probe 4 reverse ATGGAGATCGCAGTCGCCC 

 Probe 5 forward ATGACCGACGACCGCCCG 
 Probe 5 reverse GCCGTCAGCAGTTCCACG 

 Probe 6 forward AAGCTGGTAGAGCCGCTTGA (5′FAM labeled) 

 Probe 6 reverse TCCTGGCACTCGTACTGGAAG 

   

5'-RACE   

 SP1-7471 GAACCACTGTCGCAGCCAG 

 SP2-7471 CCGGTGGTGGTCGACGTG 

 SP3-7471 CGACCAGCTGTTCCTTGGC 
 SP1-7472 CCACTTGGCCGTCAGCAG 

 SP2-7472 CGAGTAGGCGAGCGAGACC 

 SP3-7472 CGGGTCTC GGGTGTTCCAG 
a
The restriction enzyme sites are underlined.  

 


