Supplementary_Table_S1

Oncogenic linear pathway Cancer type Oncogenic linear pathway size Subnetwork size Recall*
(initial gene -> target gene) (KEGG Pathway code) (number of interactions) (number of interactions) (%)

FLT3 -> MAPK3 Acute myeloid leukemia (hsa5221) 6 2199 83
ABL1 -> MAPK3 Chronic myeloid leukemia (hsa5220) 5 1099 80
PDGFB -> MAPK3 Glioma (hsa5214) 8 1548 75
PDGFB -> MAPK1 Glioma (hsa5214) 8 759 75
PDGFA -> MAPK3 Glioma (hsa5214) 8 2203 75
FLT3 -> EIF4EBP1 Acute myeloid leukemia (hsa5221) 4 169 75
EGFR -> MAPK3 Glioma (hsa5214) 7 3005 71
PDGFA -> MTOR Glioma (hsa5214) 4 17 50
KRAS -> MYC Colorectal cancer (hsa5210) 4 10 50
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* Ratio between the number of interactions of the OLP in the subnetwork and the actual number of interactions in OLP

] Recall = 100%

100% > Recall > 49%

50% > Recall > 25%
Recall < 25%
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